42 43 44 45 46 47 48 49 50 51

—
uvig_121235:25,535-29,733 (+)

exonuclease (CDS_0002)
5 4 endonuclease (CDS_0003) RNA-dependent RNA polymerase (CDS_0001)

I
uvig_172462:1-5,570 (-)
8 7 6 5 4 3 RNA-dependent RNA polymerase (CDS_0002) 1

— — e s —
uvig 524386:163-7,247 (-)

endonuclease (CDS_0004)
7 6 5 exonuclease (CDS_0003) RNA-dependent RNA polymerase (CDS_0002) 1

| [ E—
uvig 171090:50-6,821 (-)
49 50 51 52 53 54 RNA-dependent RNA polymerase (CDS_0055) 56

I I —
uvig 403748:35,720-42,750 (+)

‘ w
IS
w
N
=

— — — —
uvig_33329:23-3,675(-)

‘ o
w
~
w
N
-

I
uvig 280387:21-3,689 (-)
endonuclease (CDS_0002)
4 8] exonuclease (CDS_0001)

|
|
4‘

—
uvig_46225:3-3,490 (-)

‘ o
)
IS
w
N
-

—
uvig_75661:2-3,921 (-)

exonuclease (CDS_0001)
4 3 endonuclease (CDS_0002)

—
uvig_162730:2-3,639 (-)

51 52
L e e ol —] 1
uvig 27009:32,397-35,626 (+)

8] 2 1
0 O 0 S O ey WS
uvig 28498:3-2,840 (-)
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MGV-GENOME-0222005: 23,400-31,899 (+)
MazG-like pyrophosphatase (CDS_0036)
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CODE DD
uvig 528160:20,622-22,148 (+)
single strand annealing protein (CDS_0035) virion structural protein (CDS_0041)
36 37 38 39 40 42 43 MazG-like pyrophosphatase (CDS_0044)
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uvig_73478:19,802-27,126 (+)
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DNA, RNA and nucleotide metabolism head and packaging other unknown function
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