
IMGVR_UViG_3300045988_153413|3300045988|Ga0495776_149859: 67,379-83,260 (+)

62 63
HNH endonuclease (CDS_0064)

65 66 67 68 69 70 71 72 7374 75 76
toxin-antitoxin system HicB-like (CDS_0077)

78 79 80 8182

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0083)

8485 86

MGV-GENOME-0376005: 104,422-119,547 (+)

118 119 120
121

122 123 124 125

uvig_169917: 79,809-94,698 (-)

130135136137138
139

140141142

MGV-GENOME-0363901: 80,461-90,683 (-)

135136137138139140141

MGV-GENOME-0376835: 32,003-45,826 (-)

646566

MGV-GENOME-0372197: 73,876-87,695 (+)

79 80 81

MGV-GENOME-0378049: 69,426-83,451 (+)

70 71 72 73

uvig_449093: 34,140-42,761 (-)

737475767779

MGV-GENOME-0356688: 225-9,873 (+)

6 7 8 9 10 11 12

MGV-GENOME-0367077: 80,715-90,591 (-)

138139140141142

MGV-GENOME-0359084: 80,037-89,290 (-)

135136137138

uvig_439916: 41,076-50,264 (+)

42 43 44 45 46

uvig_383989: 32,168-41,976 (-)

6571
toxin-antitoxin system HicB-like (CDS_0072)

7374757677

uvig_289035: 73,929-82,537 (+)

68 70 71 72 73 74

IMGVR_UViG_3300045988_151255|3300045988|Ga0495776_101572: 79,518-92,429 (-)

132133134135136137142

IMGVR_UViG_3300045988_137174|3300045988|Ga0495776_002019: 114,951-127,864 (+)

130 131 132 133 134 135

MGV-GENOME-0372287: 67,124-80,224 (+)

66 67 68 69 70 71

MGV-GENOME-0377185: 33,623-46,740 (-)

686970717273

ivig_3920: 75,501-88,717 (-)

124125126127128129130

MGV-GENOME-0360346: 312-13,792 (+)

8 9 10 11 1213

uvig_486213: 109,518-119,166 (-)

162163164165166167168170

uvig_458842_: 88,679-97,614 (+)

84 85 86 87 88 89

MGV-GENOME-0376507: 58,305-72,061 (+)

54 55 58 59 60 61 62 63

IMGVR_UViG_3300045988_131499|3300045988|Ga0495776_138282: 58,305-72,061 (+)

58 59 60 61 62 63

uvig_556334: 36,652-50,752 (-)

767778798081

uvig_167490: 68,439-82,601 (+)

67 68 69 70 71 72

MGV-GENOME-0374274: 68,995-83,366 (+)

70 71 72 73 74 75 76

IMGVR_UViG_3300045988_142755|3300045988|Ga0495776_180886: 66,045-80,821 (+)

63 64 65 66 67 68 69

MGV-GENOME-0373406: 80,900-95,676 (-)

134135136137138139140

IMGVR_UViG_3300029027_000075|3300029027|Ga0169621_100021: 69,889-84,049 (+)

68 69 70 71 72 73

MGV-GENOME-0376965: 78,298-92,458 (-)

130131132133134135

MGV-GENOME-0373344: 80,160-94,325 (-)

140141142143

uvig_18493: 12,306-26,471 (+)

22 23 24 25

uvig_313612: 64,013-77,954 (+)

63 64 65 66 67

IMGVR_UViG_3300045988_156370|3300045988|Ga0495776_081041: 79,785-94,173 (-)

134135136137138139140

MGV-GENOME-0377201: 18,849-32,957 (+)

32 33 34 35 36 37 38

IMGVR_UViG_3300007353_000001|3300007353|Ga0104758_100070: 51,058-65,166 (-)

9899100101102103104

IMGVR_UViG_3300045988_152209|3300045988|Ga0495776_081086: 73,962-87,415 (+)

81 82 83 84 85

IMGVR_UViG_3300029424_000285|3300029424|Ga0243789_1000038|5724-168758: 82,542-96,056 (-)

132133134135136

IMGVR_UViG_3300029008_000074|3300029008|Ga0169638_100013|46110-205525: 79,608-93,993 (-)

135136137138139140

uvig_115258: 65,473-79,858 (+)

63 64 65 66 67 68

MGV-GENOME-0378019: 80,307-94,424 (-)

130131132133134

uvig_433944: 38,949-53,428 (+)

41 42 43 44 45 46

uvig_444710_: 79,272-94,065 (+)

78 79 80 81
toxin (CDS_0082)

toxin-antitoxin system HicB-like (CDS_0083)

91

uvig_217485: 52,152-66,108 (+)

54 55 56 57 58

MGV-GENOME-0377279: 154,364-163,405 (-)

193194195196197198199

uvig_447666: 390-7,498 (+)

5 6 7 8 9

Ma_2019_SRR341604_NODE_27_length_172729_cov_5.823587: 13,420-19,918 (+)

21 22 23 24 25

MGV-GENOME-0352776: 39,559-47,340 (+)

44 45 46 47 49 5051
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0052)

57 58

MGV-GENOME-0375998: 60,694-69,592 (+)

62 6364 trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0065)

uvig_198275: 62,932-71,563 (-)

87
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0092)

939495

uvig_254734: 59,519-68,403 (-)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0107)
108

109110

uvig_160314: 74,796-84,149 (-)

116120
121

122123

MGV-GENOME-0374057: 40,168-51,817 (-)

81

uvig_492575: 80,151-95,086 (+)

78 79 80
81

82 83 84 85 87

MGV-GENOME-0375873: 57,278-71,620 (-)

102103104
105

106107108

IMGVR_UViG_3300045988_141809|3300045988|Ga0495776_162533: 66,297-81,244 (+)

64 65 66
67

68 69 70 71

MGV-GENOME-0369733: 82,115-97,062 (-)

140141142143144145146

MGV-GENOME-0367977: 53,661-69,543 (+)

54 55 56 5758 59 60 61 62 67

uvig_16576: 63,913-78,555 (+)

63 64 65
66

67 68 6970

MGV-GENOME-0377060: 2,112-17,047 (+)

12 13 14 15 16 17

MGV-GENOME-0358654: 67,848-82,066 (-)

89909192
93

949596

MGV-GENOME-0377184: 58,969-73,179 (+)

62 63 64
65

66 67 68 69

MGV-GENOME-0373552: 75,906-89,131 (-)

126127128
129

130131132133

IMGVR_UViG_3300045988_144352|3300045988|Ga0495776_159924: 80,018-90,057 (-)

130131132133
134

135136137

MGV-GENOME-0369363: 94-9,870 (+)

6 7 8 9 10 11 12 13

IMGVR_UViG_3300045988_137912|3300045988|Ga0495776_174132: 63,935-73,442 (+)

57 58 59
60

61 62 63

MGV-GENOME-0374684: 88,179-97,455 (-)

144145146
147

148149150

MGV-GENOME-0360814: 81,914-92,198 (-)

142143144145146147148

MGV-GENOME-0361832: 79,001-89,034 (-)

131132133134135136137

MGV-GENOME-0376912: 148,438-158,424 (-)

191192193194
195

196197198

OTU_25: 389-7,715 (+)

4 5 6 7 8 9 10 11

MGV-GENOME-0376544: 410-8,280 (+)

5 6 7 8 9 10 11 12

MGV-GENOME-0358723: 37,191-50,984 (-)

747677787980818283

MGV-GENOME-0360128: 81,542-90,993 (-)

140141142143144145

MGV-GENOME-0372860: 71,911-87,484 (-)

117

toxin-antitoxin system HicB-like (CDS_0118)
toxin (CDS_0119)
120121122123

124
125126127128

uvig_444553_: 69,445-83,938 (+)

69 70 71 72 73 74

IMGVR_UViG_3300029338_000001|3300029338|Ga0243718_1000045: 1-12,229 (-); 161,827-164,214 (-)

123456 207

MGV-GENOME-0373210: 39,309-53,963 (-)

74757677

OTU_28: 92,237-104,880 (-)

145146147148

IMGVR_UViG_3300045988_151095|3300045988|Ga0495776_001804: 99,646-113,059 (+)

109 110 111 112 113 114

IMGVR_UViG_3300045988_147571|3300045988|Ga0495776_001797: 142,049-157,787 (-)

177183184185186191PhoH-like phosphate starvation-inducible (CDS_0194)

IMGVR_UViG_3300045988_149381|3300045988|Ga0495776_080943: 136,910-151,344 (-)

169170171172
173

174

IMGVR_UViG_3300045988_127492|3300045988|Ga0495776_009669: 132,030-146,489 (-)

toxin-antitoxin system HicB-like (CDS_0181)
182

183184
185

186187188

IMGVR_UViG_3300045988_146564|3300045988|Ga0495776_180960: 80,168-95,432 (-)

131132133134135136137138

IMGVR_UViG_2806310865_000002|2806310865|2806367053|18492-183332: 90,391-105,630 (+)

93 94 95 96 97 98 99

MGV-GENOME-0377729: 68,330-82,949 (+)

71 72 73 74 75 76

MGV-GENOME-0362226: 81,375-91,751 (-)

137138139140141142143144145

OTU_27: 57,556-72,930 (+)

59 60 61 62 63 64 65 68

MGV-GENOME-0377059: 18,569-33,117 (+)

32 33 34 35 36 37 38

6000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function AMR (AMRFinderPlus)


