tail protein (CDS_0197)
189190 191 192193 194 195 196 ] 198

—r—r————————————— | ——— ———— ]
IMGVR_UViG_3300045988_158564|3300045988|Ga0495776_137382:160,729-175,321 (+)
1

[ —
MGV-GENOME-0375998:2-10,987 (-)
7 53

N

(

I
uvig 225449:57,756-67,982 (+)
tail protein (CDS_0002)
7 3 T 1

) B S — ——
IMGVR_UViG_3300045988_137912|3300045988|Ga0495776_174132:1-16,341 (-)

tail protein (CDS_0002)
3 y 1

| Y [ S
IMGVR_UViG_3300045988_131499|3300045988|Ga0495776_138282:2-15,693 (-)
tail protein (CDS_0197)

196 198

—r [ — — —————— T _— —]
IMGVR_UViG_3300029017_000103|3300029017|Ga0169582_100020[17409-168512: 136,983-151,104 (+)
tail protein (CDS_0002)

L%

I —
uvig_120367:50-16,265 (-)
tail protein (CDS_0002)
5 4 3 ] 1

[ —
MGV-GENOME-0378275:2-16,366 (-)
tail protein (CDS_0210)
207 208 209 | 211

— ——————— ——— —— —— ———— —— | —————] ——
IMGVR_UViG_3300007498_000006|3300007498|Ga0104980_100059: 158,505-174,893 (+)

tail assembly protein (CDS_0003)
tail protein (CDS_0002)
5 4 [

I
ivig_1995:50-16,261 (-)
tail protein (CDS_0152)
149 150 151 | 153 154

I —
MGV-GENOME-0377052: 127,000-144,768 (+)
tail protein (CDS_0002)

3 1

[ ) [ S S ——
IMGVR_UViG_3300007991_000008|3300007991|Ga0105643_100084: 3-15,779 (-)

tail protein (CDS_0002)
5 4 3 [ 1

—— c— 1 ———————  ———————— ———————————]
MGV-GENOME-0378708: 1-18,183 (-)

long tail fiber protein distal subunit (CDS_0215)
radical SAM domain-containing protein (CDS_0219)

tail assembly protein (CDS_0212) 218 endolysin (CDS_0220)
210 211 tail protein (CDS_0213) 214 216 217 221
[ — e L A I —
uvig_310765:172,665-197,514 (+)
long tail fiber protein distal subunit (CDS_0007)
tail assembly protein (CDS_0010)
tail protein (CDS_0009)
12 11 | [T 8 6 5 4 radical SAM domain-containing protein (CDS_0003)

I —
ivig_2098: 50-24,246 (-)
long tail fiber protein distal subunit (CDS_0007)
tail assembly protein (CDS_0010)
tail protein (CDS_0009)
12 11 \ 8 6 5 4 radical SAM domain-containing protein (CDS_0003)

%

——— - s S S S R —
IMGVR_UViG_2878492970_000001|2878492970|2878492981|42226-217763:1-23,390 (-)

long tail fiber protein distal subunit (CDS_0056)
tail assembly protein (CDS_0053)
tail protein (CDS_0054) 59
51 52 | 55 57 58 | radical SAM domain-containing protein (CDS_0060)

é

[ — I —
uvig 63541:58,532-82,709 (+)
long tail fiber protein distal subunit (CDS_0009)
tail protein (CDS_0011)
14 13 12 10 8 7 6 radical SAM domain-containing protein (CDS_0005)

é

| — |-
IMGVR_UViG_3300029027_000075|3300029027|Ga0169621_100021: 2,369-27,431 (-)

tail protein (CDS_0192) 197
189 190 191 193 194 195 @T radical SAM domain-containing protein (CDS_0198)

é

—— ——
MGV-GENOME-0376965:134,916-159,978 (+)

tail protein (CDS_0010)
13 12 11 9 8 7 6 5 radical SAM domain-containing protein (CDS_0004)

E

——
MGV-GENOME-0377405:619-26,496 (-)

tail protein (CDS_0165) 170
162 163 164 166 167 168 169 | radical SAM domain-containing protein (CDS_0171)

é

—— ——
MGV-GENOME-0375873: 114,668-139,991 (+)

tail protein (CDS_0010)
13 12 11 9 8 7 6 5 radical SAM domain-containing protein (CDS_0004)

%

[ —
MGV-GENOME-0378049: 619-25,294 (-)
tail protein (CDS_0188) 193
185 186 187 | 189 190 191 192 | radical SAM domain-containing protein (CDS_0194)

%

I —
MGV-GENOME-0378019: 136,086-160,693 (+)
long tail fiber protein distal subunit (CDS_0008)

tail assembly protein (CDS_0011)
tail protein (CDS_0010)
13 12 I T 9 7 6 5 radical SAM domain-containing protein (CDS_0004)
DL OO O DT DD O oD
e A S I —
IMGVR_UViG_3300045988_150980[3300045988|Ga0495776_186562:619-25,294 (-)
long tail fiber protein distal subunit (CDS_0204)
tail protein (CDS_0201) T 207
198 199 200 T 202 203 205 2£6T radical SAM domain-containing protein (CDS_0208)

;0 Y, ;N R, B F R B e I R, I b, ;R
L e e ee———————————— " " ;] | -— I —
uvig_546380:158,242-183,754 (+)

tail protein (CDS_0198) 200 204

195 196 197 199 T 201 202 2037 radical SAM domain-containing protein (CDS_0205)

%

—— ——
MGV-GENOME-0379420: 150,640-175,241 (+)

tail protein (CDS_0011)
13 12 T 10 @/ & 7 6 5 radical SAM domain-containing protein (CDS_0004)

-
|

I
MGV-GENOME-0377729:618-24,930 (-)
long tail fiber protein distal subunit (CDS_0009)
tail protein (CDS_0011)
14 13 12 10 8 7 6 5 radical SAM domain-containing protein (CDS_0004)

g

IMGVR_UViG_3300045988_141809|3300045988|Ga0495776_162533:618-25,266 (-)
long tail fiber protein distal subunit (CDS_0195)
tail protein (CDS_0193) 196 200
190 191 192 194 T117 198 @T radical SAM domain-containing protein (CDS_0201)

g

—— - ———
IMGVR_UViG_3300045988_151255|3300045988|Ga0495776_101572:135,212-160,392 (+)

long tail fiber protein distal subunit (CDS_0061)
tail protein (CDS_0059)
58 60 62 6364

E

—— ——
uvig_19096:61,370-84,641 (+)

tail protein (CDS_0138) 143
137 139 140 141 142 radical SAM domain-containing protein (CDS_0144)

E

——— ——
MGV-GENOME-0373079: 102,995-125,942 (+)

tail protein (CDS_0194) 199
193 [T 195 196 197 198 200

E

[ —
MGV-GENOME-0378267:137,007-161,373 (+)
radical SAM domain-containing protein (CDS_0204)
tail protein (CDS_0198) 203
197 199 200 201 202 endolysin (CDS_0205)

E

—— ——
MGV-GENOME-0377850: 140,629-164,441 (+)

long tail fiber protein distal subunit (CDS_0015)
tail protein (CDS_0017) 12
18 16 14 13Tradica| SAM domain-containing protein (CDS_0011)

!

[ — I —
uvig 443153 :9,175-33,133 (-)
long tail fiber protein distal subunit (CDS_0187)
tail protein (CDS_0185) 190
184 186 188 @T radical SAM domain-containing protein (CDS_0191)

!

[ — I —
ivig_3920:132,286-156,218 (+)
long tail fiber protein distal subunit (CDS_0059)
tail protein (CDS_0057)
56 58 60 6162

é

—— ——
MGV-GENOME-0357670: 62,154-86,005 (+)

long tail fiber protein distal subunit (CDS_0022)
tail protein (CDS_0024) 19
tail protein (CDS_0025) | 23 21 20 | radical SAM domain-containing protein (CDS_0018)

E

—— ——
uvig_444710_: 13,604-37,725 (-)

long tail fiber protein distal subunit (CDS_0054)

tail protein (CDS_0052)
51 1 53 55 5657
1, S, S, S— N —) E— vy —, R

I —

uvig_225119:57,851-81,813 (+)
tail protein (CDS_0014) 19

15 16 17 18 T radical SAM domain-containing protein (CDS_0020)

12 13

@

[ — | I —
MGV-GENOME-0378230: 8,694-33,608 (+)
long tail fiber protein distal subunit (CDS_0075)
long tail fiber protein distal subunit (CDS_0072)
tail protein (CDS_0073)
T 74

71 76 7778

I —
MGV-GENOME-0364656:68,131-93,253 (+)
long tail fiber protein distal subunit (CDS_0188)
long tail fiber protein distal subunit (CDS_0191)
tail protein (CDS_0190)
189

185

192 187 186 | radical SAM domain-containing protein (CDS_0184)

|
|

I —
uvig_148800: 141,836-166,750 (-)
tail protein (CDS_0009)
10 8 7 6 radical SAM domain-containing protein (CDS_0005)

E

I |-
IMGVR_UViG_3300045988_142755|3300045988|Ga0495776_180886: 1,742-22,962 (-)
long tail fiber protein distal subunit (CDS_0008)
tail protein (CDS_0010)
11 y 9 7 65

[ —
MGV-GENOME-0361818:501-23,389 (-)
long tail fiber protein distal subunit (CDS_0075)
tail protein (CDS_0073)
72 [ 74 76 7778

I
uvig_171930:69,257-92,145 (+)
long tail fiber protein distal subunit (CDS_0008)
tail protein (CDS_0010)

11 T 9 7 6 5 radical SAM domain-containing protein (CDS_0004)
) O [ [ |"_]| I —
IMGVR_UViG_3300045988_139455[3300045988|Ga0495776_159922:618-24,211 ()

long tail fiber protein distal subunit (CDS_0172)
tail protein (CDS_0170) 175

169 T 171 173 lllT radical SAM domain-containing protein (CDS_0176)
I — L ¢ [ [ [ /|| I —
uvig 254734:116,571-140,164 (+)

long tail fiber protein distal subunit (CDS_0009)
tail protein (CDS_0011)
13 12 T 10 8 7 6 radical SAM domain-containing protein (CDS_0005)

' ——— [ " — ——————————— |
uvig_289035: 1,324-25,666 (-)

tail protein (CDS_0154) 159
153 1 155 156 157 1587 radical SAM domain-containing protein (CDS_0160)

Y  _  —'— " — ' ]
MGV-GENOME-0376100: 125,720-148,637 (+)

long tail fiber protein distal subunit (CDS_0019)

tail proteiﬁDS_OOZl) radical SAM domain-containing protein (CDS_0015) 10
tail assembly protein (CDS_0022) 16 11
24 23 \ 20 18 17T 12798

[ |
uvig 458842 :11,885-38,455 ()

long tail fiber protein distal subunit (CDS_0059)
tail assembly protein (CDS_0056)
tail protein (CDS_0057)
54 55 [ 58 60 6162 endolysin (CDS_0064)

I
uvig 215649:61,360-85,106 (+)
radical SAM domain-containing protein (CDS_0189)
excisionase (CDS_0194)

tail protein (CDS_0183) 188 196
181 182 1 184 185 186 187 193 195197
I e 5 1 | _— | S | — 38 | ]
MGV-GENOME-0378254: 144,968-172,122 (+)
tail protein (CDS_0057) 62
56 1 58 59 60 61| radical SAM domain-containing protein (CDS_0063)

[ —
MGV-GENOME-0377532:61,543-87,017 (+)
tail protein (CDS_0096) 91
97 1 95 94 93 92 | radical SAM domain-containing protein (CDS_0090)

%

[ —
MGV-GENOME-0378360: 62,049-88,706 (-)
tail protein (CDS_0042) 47
41 43 44 45 46T radical SAM domain-containing protein (CDS_0048)

%

[ —
MGV-GENOME-0378064:44,959-71,612 (+)

tail protein (CDS_0147) 152
146 148 149 150 151 radical SAM domain-containing protein (CDS_0153)

%

I —
MGV-GENOME-0378313:113,927-140,586 (+)
long tail fiber protein distal subunit (CDS_0044)
tail protein (CDS_0042) 47
41 43 45 46T radical SAM domain-containing protein (CDS_0048)

%

I |-
IMGVR_UViG_3300045988_162528|3300045988|Ga0495776_137363:44,959-71,612 (+)
long tail fiber protein distal subunit (CDS_0140)

tail assembly protein (CDS_0137)
tail protein (CDS_0138) 143
135 136 | T 139 141 142 | radical SAM domain-containing protein (CDS_0144)

DL OO DT OPDE O O KK
| e L e L e Y | I N I -
uvig 311648:109,052-136,347 (+)

tail protein (CDS_0064) 70

61 62 63 | 65 66 67 68 69 | radical SAM domain-containing protein (CDS_0071)

%

[ —
MGV-GENOME-0377906: 64,454-91,333 (+)
tail protein (CDS_0191) 186
194 193 192 190 189 188 187 | radical SAM domain-containing protein (CDS_0185)

%

I L | | N
MGV-GENOME-0378458: 134,425-161,377 (-)
long tail fiber protein distal subunit (CDS_0060)
tail protein (CDS_0062) 57
65 64 63 61 59 58 T radical SAM domain-containing protein (CDS_0056)

E

W(WUVin3300029122,000001|3300029122 | 63016873971000051: 39,181-67,204 (-)
long tail fiber protein distal subunit (CDS_0008)
tail protein (CDS_0010) radical SAM domain-containing protein (CDS_0004)
11 9 7 6 5 integrase (CDS_0211) 210

%

[ —

uvig_160829: 1-23,401 (-); 173,085-175,314 ()
tail protein (CDS_0060) 55
61 [l 59 58 57 56 | 54

é

I —
MGV-GENOME-0375805: 39,038-65,984 (-)
radical SAM domain-containing protein (CDS_0027)
tail protein (CDS_0033) 28
34 32 31 30 29

N

4

%

[ —
MGV-GENOME-0377851:8,250-35,150 (-)
tail protein (CDS_0015) 20
14 16 17 18 19Tradical SAM domain-containing protein (CDS_0021)

%

[ —
MGV-GENOME-0375652:15,686-42,586 (+)

tail protein (CDS_0015) 20
14 16 17 18 19T radical SAM domain-containing protein (CDS_0021)

%

I — I — I
MGV-GENOME-0377592: 12,700-39,336 (+)

tail protein (CDS_0085) 90
82 83 84 86 87 88 89Tradica| SAM domain-containing protein (CDS_0091)

%

I —
MGV-GENOME-0378180: 74,440-101,560 (+)
long tail fiber protein distal subunit (CDS_0116)

tail proteiﬁDS_OllS)
tail assembly protein (CDS_0119) 113
121 120 \ 117 115 114 radical SAM domain-containing protein (CDS_0112)
T/ ——— T— R L S N S R B

WGVKUViGf70000002327000074|7000000232\SRSO15578TWUGQscaffold739883: 74,412-101,532 (-)
long tail fiber protein distal subunit (CDS_0076)

tail protein (CDS_0078) 73
81 80 79 [T 77 75 74 | radical SAM domain-containing protein (CDS_0072)
e e L S N I N L

[ — -
IMGVR_UViG_3300045988_165773|3300045988|Ga0495776_001704:52,728-80,684 (-)
tail protein (CDS_0094) 99
91 92 93 95 96 97 98 T radical SAM domain-containing protein (CDS_0100)

g

I | I
MGV-GENOME-0375224:79,509-107,521 (+)
long tail fiber protein distal subunit (CDS_0096)
tail protein (CDS_0094) 99
91 92 95 97 98T radical SAM domain-containing protein (CDS_0100)

%
—

WGVR7UVin33OOO459887162935|33OOO45988 | Ga04957767001755: 77,641-104,521 (+)
long tail fiber protein distal subunit (CDS_0189)

tail protein (CDS_0191) 188 184
192 1 190 187 186  185] radical SAM domain-containing protein (CDS_0183)
DO PO o OPDETDDDE O G KA
I I O e Y Y N S S | I N L
IMGVR_UViG_3300029498 000001|3300029498|Ga0244218_100055: 138,466-164,927 (-)
tail protein (CDS_0138) 141 145
137 T 139 116T 142 143 @T radical SAM domain-containing protein (CDS_0146)

%

[ —
MGV-GENOME-0378051: 108,784-134,985 (+)
tail protein (CDS_0104) 101 97
107 106 105 103 102100 99 98 [ radical SAM domain-containing protein (CDS_0096)

%

I —
MGV-GENOME-0377775: 67,454-93,440 (-)
long tail fiber protein distal subunit (CDS_0082)
radical SAM domain-containing protein (CDS_0078)
tail protein (CDS_0084) 79
85 83 81 80 | guanylate kinase (CDS_0072)

%ﬁ

I — | S I E—
uvig 245308:54,981-82,493 (-)
long tail fiber protein distal subunit (CDS_0024)
radical SAM domain-containing protein (CDS_0020)
tail protein (CDS_0026) 21
27 25 23 22 17

!
|
4

—— - I E— —
IMGVR_UViG_3300045988_152209|3300045988|Ga0495776_081086:4,465-32,130 (-)

tail protein (CDS_0207)
206 T 208 1 2 3 45 6

é

I — [
MGV-GENOME-0377197:149,070-163,127 (+); 1-13,513 (+)
long tail fiber protein distal subunit (CDS_0002)
tail protein (CDS_0207)
206 208 1 8 4 5 radical SAM domain-containing protein (CDS_0006)

é

[ — [ | ] ] —— ——
uvig_479322:149,070-163,127 (+); 1-13,513 (+)
long tail fiber protein distal subunit (CDS_0014)
tail protein (CDS_0012) 15 19
11 13 T 16 17 18T radical SAM domain-containing protein (CDS_0020)

é

—— - S E— —
IMGVR_UViG_3300045988_137987|3300045988|Ga0495776_001806: 1,473-28,738 (+)

long tail fiber protein distal subunit (CDS_0131)
tail protein (CDS_0129) 134
128 130 132 ]@T radical SAM domain-containing protein (CDS_0135)

%

—— - EE——— EE— —
IMGVR_UViG_3300029794_000001|3300029794|Ga0243854_1000125:89,950-116,610 (+)

long tail fiber protein distal subunit (CDS_0071)
tail protein (CDS_0073) 68
74 72 70 69T radical SAM domain-containing protein (CDS_0067)

%

[ — I — [ —
uvig 442860 :44,675-71,356 (-)
long tail fiber protein distal subunit (CDS_0048)
radical SAM domain-containing protein (CDS_0052)
tail protein (CDS_0046) 51
45 47 49 50 | 55

\
|
#

IMGVR_UVIG. 3300045988, 1436 75| 3300045988 |Ga0495 776 149849: 40,666-69,347 (+)
long tail fiber protein distal subunit (CDS_0053)
tail protein (CDS_0051) 56
50 52 54 55 T radical SAM domain-containing protein (CDS_0057)

%

[ —
uvig 247052:47,171-73,487 (+)
tail protein (CDS_0051) 46
52 50 49 48 47T radical SAM domain-containing protein (CDS_0045)

%

[ —
MGV-GENOME-0376951:28,186-54,587 (-)
tail protein (CDS_0134) 139
133 135 136 137 @T radical SAM domain-containing protein (CDS_0140)

%

I —
MGV-GENOME-0373210:98,779-124,483 (+)
long tail fiber protein distal subunit (CDS_0017)
tail protein (CDS_0015) 20
14 16 18 19T radical SAM domain-containing protein (CDS_0021)

%

I
uvig_310661:12,146-37,627 (+)
long tail fiber protein distal subunit (CDS_0034)

tail protein (CDS_0036) 30
37 1 35 33 32 31 | radical SAM domain-containing protein (CDS_0029)
i PR R B R B S R B R G S S
uvig_383421:18,535-46,720 (-)
long tail fiber protein distal subunit (CDS_0055)
tail protein (CDS_0057) 52
58 T 56 54 53 radical SAM domain-containing protein (CDS_0051)
o —————————————— e B R R N B SRR A S S

IMGVR_UViG_3300045988_151095|3300045988|Ga0495776_001804: 30,292-57,051 (-)

long tail fiber protein distal subunit (CDS_0034)

radical SAM domain-containing protein (CDS_0030)
tail protein (CDS_0036) 31
37 e 35 33 32T 27 tRNA-Arg(CCG)

I I /N ; W N N b D— ", G, o
e e e e | —-— I S S | S S—
IMGVR_UViG_2806310865_000002|2806310865|2806367053[18492-183332: 19,068-46,556 (-)

tail protein (CDS_0133) 138

132 1 134 135 136 137 | radical SAM domain-containing protein (CDS_0139)

%

[ —
MGV-GENOME-0377185:92,315-117,049 (+)
tail protein (CDS_0002) 202
3 11 206 205 204 203 radical SAM domain-containing protein (CDS_0201)

%

[ — | S I
MGV-GENOME-0377184: 1-13,782 (-); 150,650-162,884 (-)
long tail fiber protein distal subunit (CDS_0129)

tail protein (CDS_0127) 132

126 ] 128 | 130 131 radical SAM domain-containing protein (CDS_0133)

|
uvig_199648:90,009-114,194 (+)

long tail fiber protein distal subunit (CDS_0073)
tail protein (CDS_0075) 7
76 74 | 72 71 | radical SAM domain-containing protein (CDS_0069)

%
S

IMGVR_UViG_3300045988_144325|3300045988|Ga0495776_002045: 46,873-71,058 (-)
long tail fiber protein distal subunit (CDS_0149)

tail protein (CDS_0151) 146
152 | 150 148 147 | radical SAM domain-containing protein (CDS_0145)
1, SO, W, O/ — T, N —/ 1 g W S

MGV-GENOME-0369363:86,913-103,641 (-)
radical SAM domain-containing protein (CDS_0051)

tail protein (CDS_0045) 50
42 43 44 ] 46 47 48 49 58
[, N, SO S/ s RO/ SO, Y, —, v/ S, S, W G W, 6 6 {

[ —
MGV-GENOME-0377616:44,454-72,662 (+)
long tail fiber protein distal subunit (CDS_0008)
tail assembly protein (CDS_0011)
tail protein (CDS_0010)
13 12 \ 9 7 6 5 radical SAM domain-containing protein (CDS_0004)

%

I —
uvig_253032: 1-25,087 (-); 160,165-162,489 (-)
long tail fiber protein distal subunit (CDS_0117)

tail proteiﬁDS_Oll?)
tail assembly protein (CDS_0120) 114
122 121 \ 118 116 115 radical SAM domain-containing protein (CDS_0113)
o/ I R R B BN VN R R B B R S S

[ —
OTU_43:70,908-99,022 (-)
tail protein (CDS_0179) 174
182 181 180 178 177 176 L75T radical SAM domain-containing protein (CDS_0173)

%

[ —
MGV-GENOME-0377059:110,071-136,521 (-)
long tail fiber protein distal subunit (CDS_0126)
tail assembly protein (CDS_0123)
tail protein (CDS_0124) 129
121 122 | [ 125 127 128 | radical SAM domain-containing protein (CDS_0130)

%

[ —
uvig 308266:88,122-114,598 (+)
long tail fiber protein distal subunit (CDS_0072)
tail assembly protein (CDS_0069)
tail protein (CDS_0070) 75
67 68 \ 71 73 74T radical SAM domain-containing protein (CDS_0076)

é

—— I E— —
uvig_131173:58,061-85,538 (+)

long tail fiber protein distal subunit (CDS_0045)

tail protein (CDS_0047) 42
50 49 48 | 46 44 43| radical SAM domain-containing protein (CDS_0041)
19, /Y S/ U, ) SO SO, W/ S SO——, VW, W—%, Wy g v, S

[ — [
IMGVR_UViG_3300045988_135537|3300045988|Ga0495776_001841:25,691-52,640 (-)
long tail fiber protein distal subunit (CDS_0135)
tail assembly protein (CDS_0132)
tail protein (CDS_0133) 138
130 131 ‘ 134 136 @T radical SAM domain-containing protein (CDS_0139)

%

I —
uvig_157295:90,753-117,702 (+)
long tail fiber protein distal subunit (CDS_0199)

tail protein (CDS_0201) 196
204 203 202 T 200 198 197 | radical SAM domain-containing protein (CDS_0195)
e e S | I — I

IMGVR_UViG_3300029474_000002|3300029474|Ga0244136_100037: 137,910-165,592 (-)

long tail fiber protein distal subunit (CDS_0202)

tail protein (CDS_0204) 199
3 2 1 205 | 203 201 200 radical SAM domain-containing protein (CDS_0198)
e e L I N N

[ —
uvig 547918:1-13,884 (-); 149,286-163,740 (-)
tail protein (CDS_0055) 60
52 53 54 56 57 58 59T radical SAM domain-containing protein (CDS_0061)

%

[ —
MGV-GENOME-0376912:47,640-73,632 (+)

tail protein (CDS_0199) 201 205
196 197 198 200 T 202 203 204 radical SAM domain-containing protein (CDS_0206)

%

I —
MGV-GENOME-0377130: 137,296-162,338 (+); 1-2,322 (+)
long tail fiber protein distal subunit (CDS_0074)

tail protein (CDS_0076) 70
79 78 7 ] 75 73 72 71| radical SAM domain-containing protein (CDS_0069)
10, 0 S W, S S—"" S—; 5 —  E— v, R, W% W, .

I | -
IMGVR_UViG_3300045988_137174|3300045988|Ga0495776_002019:44,469-71,993 (-)
long tail fiber protein distal subunit (CDS_0002)
tail protein (CDS_0207)
tail assembly protein (CDS_0206)
204 205 \ 208 1 3 4 5 6 radical SAM domain-containing protein (CDS_0007)

%

[ —
OTU_28:149,056-164,877 (+); 1-12,365 (+)
tail protein (CDS_0054) 59
51 52 53 55 56 57 58Tradica| SAM domain-containing protein (CDS_0060)

%

[ —
MGV-GENOME-0377279:47,817-74,328 (+)

tail protein (CDS_0149) 144
152 151 150 148 147 146 1;45T radical SAM domain-containing protein (CDS_0143)

é

[ —
MGV-GENOME-0376544:83,004-109,752 (-)
long tail fiber protein distal subunit (CDS_0042)
radical SAM domain-containing protein (CDS_0047)
tail protein (CDS_0040) 46
38 39 41 43 44 45| 50

\
|
#

I — | -
IMGVR_UViG_3300045988_147571|3300045988|Ga0495776_001797:37,563-65,638 (+)
long tail fiber protein distal subunit (CDS_0044)
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