
IMGVR_UViG_3300045988_151095|3300045988|Ga0495776_001804: 143,273-157,058 (+)

polynucleotide kinase (CDS_0183)

ATPase (CDS_0184)
tRNA-Gln(TTG)

tail fiber protein (CDS_0185) 186 187 188 189

2-aminooxy adenylosuccinate synthetase (CDS_0190)

191
anti-NARP (APIS138) (CDS_0192)

193 194 195
anti-NARP (APIS104) (CDS_0196)

197

DarTG__DarG (CDS_0198)
NAD synthetase (CDS_0199)

MGV-GENOME-0375873: 16,495-28,151 (-)

32

MGV-GENOME-0376965: 35,645-46,739 (-)

4752535456

uvig_447666: 38,448-49,092 (+)

84 85 86

MGV-GENOME-0371852: 38,654-49,802 (-)

61636465

uvig_21971: 28,126-37,231 (-)

424344

MGV-GENOME-0377179: 114,851-125,733 (-)

125126127

uvig_433944: 84,718-95,590 (+)

119 120 121

uvig_245308: 9,896-18,852 (+)

13 14 15

uvig_199648: 1-1,676 (-); 152,272-161,066 (-)

195196

IMGVR_UViG_3300045988_144325|3300045988|Ga0495776_002045: 159,391-161,066 (+); 1-8,795 (+)

6

uvig_169917: 38,943-49,193 (-)

5960

IMGVR_UViG_2806310865_000002|2806310865|2806367053|18492-183332: 135,728-146,226 (+)

169 170 172 173

uvig_556334: 1-6,056 (-); 156,370-160,907 (-)

12 206

MGV-GENOME-0377201: 63,195-73,459 (+)

112 RNA 2'-phosphotransferase (CDS_0117)

IMGVR_UViG_3300007353_000001|3300007353|Ga0104758_100070: 10,556-20,820 (-)

24

MGV-GENOME-0369363: 39,640-49,540 (+)

84

MGV-GENOME-0361832: 40,432-50,127 (-)

63

OTU_28: 51,130-62,748 (-)

7476transposase (CDS_0077)

IMGVR_UViG_3300029017_000103|3300029017|Ga0169582_100020|17409-168512: 38,550-48,944 (-)

606263

uvig_120367: 104,304-114,698 (+)

136 137

MGV-GENOME-0377060: 47,794-57,647 (+)

92

IMGVR_UViG_3300045988_153413|3300045988|Ga0495776_149859: 113,623-123,967 (+)

ClpP (VF0074) (CDS_0150)

uvig_70025: 33,454-43,762 (-)

525354

ivig_2100: 120,237-132,049 (+)

152 153 154 155

uvig_444553_: 113,510-124,408 (+)

143 144 146

IMGVR_UViG_3300029338_000001|3300029338|Ga0243718_1000045: 121,357-132,255 (-)

137138

IMGVR_UViG_3300045988_145360|3300045988|Ga0495776_119879: 115,601-126,562 (-)

132

IMGVR_UViG_3300045988_137987|3300045988|Ga0495776_001806: 65,599-76,921 (-)

8487

IMGVR_UViG_3300045988_127492|3300045988|Ga0495776_009669: 88,585-100,880 (-)

102108HNH endonuclease (CDS_0109)113

uvig_131173: 123,769-134,691 (-)

139140142143

uvig_160314: 35,188-45,173 (-)

ClpP (VF0074) (CDS_0048)

MGV-GENOME-0367077: 40,709-50,261 (-)

ClpP (VF0074) (CDS_0065)

MGV-GENOME-0377729: 112,723-124,340 (+)

ClpP (VF0074) (CDS_0147)

OTU_25: 37,088-47,749 (+)

75
polynucleotide kinase (CDS_0076)

77 83 84

IMGVR_UViG_3300029474_000002|3300029474|Ga0244136_100037: 88,460-100,271 (+)

124
125126 128

uvig_237604: 39,961-51,772 (-)

67

MGV-GENOME-0360128: 39,904-51,066 (-)

66

IMGVR_UViG_3300045988_137174|3300045988|Ga0495776_002019: 156,471-159,727 (+); 1-8,860 (+)

3 4 5

uvig_263234: 11,471-19,640 (-)

24252628

MGV-GENOME-0373552: 37,006-47,210 (-)

585960

uvig_564199: 33,306-41,970 (+)

69 70

IMGVR_UViG_3300045988_137912|3300045988|Ga0495776_174132: 104,130-114,336 (+)

142 143

uvig_289035: 114,569-124,423 (+)

147
148

149 150

IMGVR_UViG_3300045988_149381|3300045988|Ga0495776_080943: 101,073-112,173 (-)

107108
109

110

uvig_502516: 43,612-52,485 (+)

87 89 90 91

uvig_79386: 40,342-53,177 (+)

87 88
2-aminooxy adenylosuccinate synthetase (CDS_0089)

90

MGV-GENOME-0360814: 38,868-51,703 (-)

64
2-aminooxy adenylosuccinate synthetase (CDS_0065)

6667

MGV-GENOME-0377279: 113,661-125,959 (-)

128
2-aminooxy adenylosuccinate synthetase (CDS_0129)

130131

MGV-GENOME-0374351: 94,255-106,398 (-)

2-aminooxy adenylosuccinate synthetase (CDS_0103)104105

IMGVR_UViG_3300006525_000004|3300006525|Ga0101027_100034: 35,613-48,927 (+)

78 79
2-aminooxy adenylosuccinate synthetase (CDS_0080)

81

MGV-GENOME-0374684: 44,516-57,830 (-)

70
2-aminooxy adenylosuccinate synthetase (CDS_0071)

7273

IMGVR_UViG_3300045988_140029|3300045988|Ga0495776_180905: 111,426-124,720 (+)

144 145 149 150 151 152153 154

IMGVR_UViG_3300045988_141621|3300045988|Ga0495776_149838: 112,848-125,442 (+)

ClpP (VF0074) (CDS_0142) 144 145 146 147148 149

MGV-GENOME-0376544: 37,102-48,049 (+)

80 82 83 84

uvig_552427: 33,662-42,952 (+)

64 anti-NARP (APIS197) (CDS_0071)
nicotinamide phosphoribosyl transferase (CDS_0072)

73 78

5000 nt

DNA, RNA and nucleotide metabolism integration and excision other tail unknown function defence (DefenseFinder) virulence (VFDB) anti-defence (dbAPIS) tRNA pseudogene


