
uvig_289035: 65,359-76,282 (+)

HEase_00006 homing (CDS_0055)

56 57
ClpP (VF0074) (CDS_0058)

PhoH-like phosphate starvation-inducible (CDS_0059)

60 61 62
HNH endonuclease (CDS_0063)

64 65 66 67

MGV-GENOME-0374684: 95,081-106,043 (-)

160

IMGVR_UViG_3300045988_149915|3300045988|Ga0495776_101688: 4,302-15,213 (-)

1314

MGV-GENOME-0377184: 55,269-67,170 (+)

52 53 61

MGV-GENOME-0377179: 525-12,413 (-)

910

ivig_2100: 72,558-84,486 (+)

67

MGV-GENOME-0373210: 45,713-57,649 (-)

86

MGV-GENOME-0377060: 159,575-161,572 (+); 1-10,364 (+)

1 3

DNA binding protein (CDS_0203)
ClpP (VF0074) (CDS_0207)

IMGVR_UViG_3300029474_000002|3300029474|Ga0244136_100037: 39,836-50,940 (+)

39 41 42 43

IMGVR_UViG_3300045988_149381|3300045988|Ga0495776_080943: 143,117-154,328 (-)

179180181

IMGVR_UViG_3300045988_142755|3300045988|Ga0495776_180886: 61,104-74,311 (+)

endonuclease (CDS_0053)
PhoH-like phosphate starvation-inducible (CDS_0054)

MGV-GENOME-0373406: 87,410-100,617 (-)

149150

uvig_442860_: 112,389-123,303 (+)

126 128

MGV-GENOME-0372197: 67,772-82,093 (+)

64 tRNA-Tyr(GTA) 67 70

IMGVR_UViG_3300045988_140029|3300045988|Ga0495776_180905: 64,155-74,056 (+)

57 60 62

IMGVR_UViG_3300045988_131499|3300045988|Ga0495776_138282: 55,385-65,526 (+)

52 55

MGV-GENOME-0377059: 15,649-25,764 (+)

27

SAMEA2580148_a1_ct22114: 542-10,657 (-)

5

MGV-GENOME-0372860: 80,259-90,404 (-)

133

uvig_120367: 57,080-67,232 (+)

51

MGV-GENOME-0373552: 81,914-92,051 (-)

138

MGV-GENOME-0360346: 3-7,519 (+)

1 3

IMGVR_UViG_3300045988_147571|3300045988|Ga0495776_001797: 144,136-158,961 (-)

182183184185186190191192

uvig_199648: 34,388-47,848 (-)

67686971

IMGVR_UViG_3300045988_144325|3300045988|Ga0495776_002045: 113,219-126,679 (+)

131

IMGVR_UViG_3300029794_000001|3300029794|Ga0243854_1000125: 35,935-49,548 (-)

76

uvig_457935_: 84,546-98,357 (-)

142

uvig_443153_: 75,152-89,133 (+)

72 78

uvig_458842_: 82,041-95,628 (+)

82 87

ivig_2098: 66,862-80,260 (+)

68

uvig_218662: 31,826-45,273 (+)

43

uvig_444106_: 82,831-96,635 (-)

146

uvig_439916: 34,421-48,471 (+)

40 42

IMGVR_UViG_3300045988_137912|3300045988|Ga0495776_174132: 57,297-67,262 (+)

55

IMGVR_UViG_3300045988_145360|3300045988|Ga0495776_119879: 271-10,271 (-)

2

5000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (PADLOC) virulence (VFDB) tRNA pseudogene


