
uvig_115258: 128,264-135,585 (+)

158 159 160

DS-32__DS-32B (CDS_0161)
162

163
lipoprotein (CDS_0164)

165 166 167
metallo-phosphoesterase (CDS_0168)

169 phosphoesterase (CDS_0170)

MGV-GENOME-0373406: 26,155-33,476 (-)

41

MGV-GENOME-0377130: 25,727-34,001 (-)

3843

IMGVR_UViG_3300029424_000285|3300029424|Ga0243789_1000038|5724-168758: 25,708-33,976 (-)

41

MGV-GENOME-0376943: 25,381-35,987 (-)

414243MgtBC (VF0106) (CDS_0048)

IMGVR_UViG_3300045988_131499|3300045988|Ga0495776_138282: 111,552-121,663 (+)

142 145 149
RNA ligase

MGV-GENOME-0376912: 98,344-108,064 (-)

105106

MGV-GENOME-0369363: 53,184-62,921 (+)

102

uvig_486213: 54,732-65,257 (-)

HNH endonuclease (CDS_0063)69

IMGVR_UViG_3300045988_156370|3300045988|Ga0495776_081041: 26,084-35,987 (-)

4143

IMGVR_UViG_3300045988_137912|3300045988|Ga0495776_174132: 117,974-128,610 (+)

160

uvig_160314: 20,853-31,544 (-)

31

MGV-GENOME-0376005: 3,539-14,215 (+)

12

MGV-GENOME-0363901: 27,084-37,760 (-)

4648

MGV-GENOME-0361832: 27,123-36,788 (-)

44

IMGVR_UViG_3300045988_144325|3300045988|Ga0495776_002045: 10,267-19,485 (+)

nucleotidyltransferase (CDS_0017) 22 23

uvig_310661: 64,718-73,937 (-)

6970

IMGVR_UViG_3300045988_151255|3300045988|Ga0495776_101572: 27,558-36,806 (-)

4445

IMGVR_UViG_3300007353_000001|3300007353|Ga0104758_100070: 1-7,952 (-); 161,824-163,192 (-)

156

uvig_289035: 127,036-135,551 (+)

166 167

uvig_479322: 40,083-49,663 (-)

535657

MGV-GENOME-0376951: 152,099-160,278 (+); 1-1,457 (+)

1193 194 198

uvig_433944: 96,872-108,454 (+)

136 137 142

MGV-GENOME-0360346: 57,367-66,097 (+)

107

MGV-GENOME-0359084: 28,487-37,208 (-)

48

MGV-GENOME-0356688: 53,100-62,681 (+)

104 106

MGV-GENOME-0367077: 29,024-38,099 (-)

4649

uvig_439916: 94,018-101,955 (+)

139

uvig_237604: 29,348-38,970 (-)

49anti-type III (APIS122) (CDS_0054)
nucleotidyltransferase (CDS_0055)

56

4000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) virulence (VFDB) anti-defence (dbAPIS)


