105 106 107 108 109 110 111 anti-repressor Ant (CDS_ 0112) 113 114 115 116

MGV-GENOME-0372746:93,049-97,854 (+)

99 98 92 91

——
- ¥ — —— ——————— ]
IMGVR_UViG_3300045988_144352|3300045988|Ga0495776_159924:65,370-71,546 (-)

8 7
DE L OO O P

uvig_221558:33,877-38,684 (-)
100 105 106 107

L o
uvig_289035:91,610-97,789 (+)

I — S E— E—
IMGVR_UViG_3300045988_153413|3300045988|Ga0495776_149859:91,611-97,714 (+)

83 84 87 88

S E— S S E—
IMGVR_UViG_3300029474_000002|3300029474|Ga0244136_100037: 66,094-72,229 (+)

172 173 175
| I N R |
uvig_245308: 147,186-153,360 (+)
110 109

—— ———.—————— — ————— —————————————— ——|
uvig 237604:67,689-73,863 ()

109 104 103

EEEESSS— E—— E— —
IMGVR_UViG_3300045988_151255|3300045988|Ga0495776_101572:66,060-71,639 (-)
80 81 82

uvig_452168:63,584-69,773 (+)
107 106 105

MGV-GENOME-0360814: 67,054-73,231 (-)
105 106 107

e ——
MGV-GENOME-0378049: 92,308-98,488 (+)

— 1
MGV-GENOME-0374684:73,152-79,529 (-)
103 104 105

uvig_16576:87,190-91,987 (+)

uvig_198275:50,359-55,165 (-)

uvig 104415:11,337-16,141 (+)
39 43 44 45

I S ——
MGV-GENOME-0369363:17,844-24,298 (+)
47 44 43 42

uvig_440275:27,059-32,144 (-)
92 93 94

I —————
uvig_458140_:81,133-86,218 (+)

e ——
164 165 166
——

— e —
uvig 442860_:137,244-143,700 (+)

101 100 99

IMGVR_UViG_3300029424_000285|3300029424|Ga0243789_1000038|5724-168758:67,772-74,228 (-)

160 159 158 157

E—  —
MGV-GENOME-0376912:132,441-139,116 (-)
115 116 117

e ———— ——
uvig 492575:103,333-108,412 (+)
104 103 102
—— - ————— _— ——1 I ——
MGV-GENOME-0367077:65,693-72,143 (-)
105 104 103 102

e I e I
GV-GENOME-0354158:67,361-72,435 (-)

107 108 109

<

uvig 25025:91,289-95,924 (+)
103 102 101 100 94

MGV-GENOME-0377130: 65,824-71,050 (-)
96 97 98 99 100 101

IMGVR_UViG_3300045988_137912|3300045988|Ga0495776_174132:81,919-88,103 (+)

35 34
T — —————————— —— — —— ———|
MGV-GENOME-0377185: 17,998-24,933 (-)
24 25 26
—.______ ____— ——— ———— -y —————— —— ———]

uvig_552427:8,401-14,729 (+)

87 86 85

s e
MGV-GENOME-0372860: 57,722-64,090 (-)

anti-repressor Ant (CDS_0093)
94 92

I e ———————
uvig 70025: 60,034-65,150 (-)
anti-repressor Ant (CDS_0099)
100 98 97

|
MGV-GENOME-0378019:66,301-71,968 (-)
anti-repressor Ant (CDS_0094)

90

o
w
hel
w

I S S

MGV-GENOME-0357890: 77,858-83,277 (+)
anti-repressor Ant (CDS_0086)
85 87

e ——
uvig_151200: 58,545-63,662 (+)

166 160
& —;§——— ———— —————— —————— ] —
MGV-GENOME-0377279:140,595-146,573 (-)

73 72 71 69 68

S —
MGV-GENOME-0375873:43,220-49,543 (-)

MGV-GENOME-0377060: 24,772-29,787 (+)

uvig_44355_:47,205-52,384 (+)
91 92 93 94 100 101

. s S—
IMGVR_UViG_3300045988_131499|3300045988|Ga0495776_138282:79,916-86,177 (+)

158 152 151 150 anti-repressor Ant (CDS_0149) 148 142 141

— Y . _—— — | —————
MGV-GENOME-0377220:127,321-134,737 (-)

155 154 153 152 151  anti-repressor Ant (CDS_0150) 149

1 e
IMGVR_UViG_3300045988_147571|3300045988|Ga0495776_001797:125,787-133,576 (-)
152 151 150

IMGVR_UViG_3300045988_152003|3300045988|Ga0495776_101593: 128,276-134,737 (-)
155 154 153 152 151

1
MGV-GENOME-0377107:126,746-133,576 (-)
39 38 37 36 35 34

ivig_2072:17,355-23,123 (-)
38 39 40 41 42 43 44

& | — ———~§ — |
uvig 417951: 17,064-24,045 (+)

81 82 83 84 85 86 87

I —
OTU_30:64,720-72,002 (+)
109 110 111 112 113 114 115

e ———
uvig 444710_:101,079-108,113 (+)
102 1083 104 105 106 107 108

— —
IMGVR_UViG_3300029336_000382|3300029336|Ga0243752_100097]13581-179840: 91,486-98,499 (+)

109 108 107 106 105 104 103
S I S S, N/ gy WS Y N0 S Ny WO— " N S——
uvig 444106 _:65,302-72,336 (-)
45 46 47 48 49 50 51 52
| I

e —— —
MGV-GENOME-0360346:22,136-29,169 (+)
120 121 122 123 124 125 126 130

— . — — §— —§y ——— ————— @ ————— ——— ——————|
uvig 458842 :105,907-113,477 (+)

40 39 38 37 36 35 34

- ————— ————— § ——————————
IMGVR_UViG_3300029794_000001|3300029794|Ga0243854_1000125: 18,358-25,656 (-)

41 42 43 44 45

uvig_447666:15,486-22,176 (+)

100 101
| .. e e
uvig_167490: 90,365-97,184 (+)

105 104
N N e e  —
MGV-GENOME-0359084: 65,454-72,273 (-)

102 103

MGV-GENOME-0374274:90,913-96,894 (+)
158 154 153

IMGVR_UViG_3300045988_127492|3300045988|Ga0495776_009669: 118,104-124,103 (-)
3000 nt {
transcription regulation unknown function




