
IMGVR_UViG_2874070856_000003|2874070856|2874070995|59128-126247: 54,792-66,031 (+)

65 66 67 68 69 70 71
integrase (CDS_0072)

DS-34__DS-34A (CDS_0073)

74 75 76 77 78 79

IMGVR_UViG_2902975652_000003|2902975652|2902975766|25967-93089: 56,545-67,121 (+)

73 79 oMTase_00018 orphan (CDS_0080)

TemPhD_cluster_56563: 54,880-62,732 (+)

70 72 73 77 RNA-binding protein (CDS_0078)

IMGVR_UViG_2851694522_000002|2851694522|2851694522|1368957-1432318: 49,676-63,161 (+)

transcriptional regulator (CDS_0069)
PDC-S49_WP_081616400.1 (CDS_0070)

71

DS-34__DS-34A (CDS_0072)
Cox-like excisionase and repressor (CDS_0073)

75 80

TemPhD_cluster_57075: 48,176-58,822 (+)

transcriptional regulator (CDS_0068)

69
DS-34__DS-34A (CDS_0070)

71 74

TemPhD_cluster_56631: 48,816-62,536 (+)

66 69 70 71 72
DS-34__DS-34A (CDS_0073)

Cox-like excisionase and repressor (CDS_0074)

80

IMGVR_UViG_2639762948_000003|2639762948|2639812282|4536876-4604070: 53,519-65,784 (+)

transcriptional regulator (CDS_0075)
76 77

Peritrichous flagella (VF0967) (CDS_0078)

79 80

IMGVR_UViG_2648501673_000003|2648501673|2648557895|4552708-4619903: 52,338-65,785 (+)

transcriptional regulator (CDS_0073)
74

Peritrichous flagella (VF0967) (CDS_0075)

76 77

IMGVR_UViG_2695420350_000002|2695420350|2695422766|4511671-4579601: 52,338-66,520 (+)

transcriptional regulator (CDS_0073)

74
Peritrichous flagella (VF0967) (CDS_0075)

Peritrichous flagella (VF0967) (CDS_0076)

77 78

IMGVR_UViG_2639763123_000002|2639763123|2639844647|731042-799993: 52,338-67,541 (+)

transcriptional regulator (CDS_0073)

74 75
Flagella (VF0394) (CDS_0076)

Peritrichous flagella (VF0967) (CDS_0077)

78 79

IMGVR_UViG_2558860366_000004|2558860366|2558885758|42585-111536: 52,338-67,541 (+)

73 74
Flagella (VF0394) (CDS_0075)

Peritrichous flagella (VF0967) (CDS_0076)

77 78

IMGVR_UViG_2562617076_000004|2562617076|2562624510|2271377-2342485: 54,617-69,964 (+)

74

DNA ligase (CDS_0075)

76
Flagella (VF0394) (CDS_0077)

Peritrichous flagella (VF0967) (CDS_0078)

79

6000 nt

DNA, RNA and nucleotide metabolism connector integration and excision tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)


