dATP / dGTP pyrophosphohydrolase (CDS_0094)
HEase_00016 homing (CDS_0096)
HNH endonuclease (CDS_0099)
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MGV-GENOME-4433825: 94,082-97,813 (+)
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Draper_2018_SRR6914067_NODE _3_length_99308_cov_45.206362:94,993-99,308 (+)
100 101

MGV-GENOME-0362090: 90,352-94,404 (+)
HNH endonuclease (CDS_0077)
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MGV-GENOME-0363218:91,665-95,995 (+); 1-6,269 (+)
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MGV-GENOME-0364312:93,679-97,395 (+); 1-5,757 (+)
99 100terminase large subunit (CDS_0101)

MGV-GENOME-4434007: 94,192-98,542 (+)
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MGV-GENOME-0365412:94,218-98,568 (+); 1-7,615 (+)
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MGV-GENOME-0364933: 93,676-9%55 (+); 1-6,954 (+)
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DNA, RNA and nucleotide metabolism head and packaging unknown function defence (PADLOC) tRNA

I




