35 dihydrofolate reductase (CDS_0047)
36 guanylate kinase (655_0045)
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uvig_380759:45,206-55,806 (+)
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SAMNO9781786_al ct27763 vs1:45268-56,637 (+)
40 41 42 4344 45 thymidylate synthase (CDS_0050)
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Kang_0027_STOO1_A_NODE_3_length_132679_cov_70.698230:45,207-57,314 (+)
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MGV-GENOME-0374834: 45,182-56,592 (+)
40 41 42434445
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IMGVR_UVIG_3300029788_000157|3300029788|Ga0243743_1000049: 45,247-67.756 (+)
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uvig 206002:45,979-57,998 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0039)
tRNA methyItFansferase (CDS_0041)
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IMGVR_UViG_3300029856_000290|3300029856|Ga0245296_100098|18755-157975:44,075-53,626 (+)
159 tRNA nucleotidyltransferase
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uvig 245601:142,979-146,726 (-)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0067)
PDC-S03_WP_114299349.1 (CDS_0069)
ABC transporter (CDS_0048) CARF5--CARF_ADA_CARF5--CARF_ADA (CDS_0059) acetyltransferase (CDS_0068)
kinase (CDS_0045) nucleotide-sugar epimerase (CDS_0051) ABC transporter (CDS_0065)
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uvig_460595:46,094-84,997 (+)
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DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC) AMR (AMRFinderPlus)
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