
SRS015217_a1_ct27068_vs1: 28,824-39,055 (+)
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IMGVR_UViG_3300045988_133528|3300045988|Ga0495776_028352: 28,829-36,500 (+)
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IMGVR_UViG_3300045988_125272|3300045988|Ga0495776_179511: 29,254-35,118 (+)
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MGV-GENOME-0340600: 28,842-39,893 (+)
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uvig_12412: 28,767-44,333 (+)
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head maturation protease (CDS_0039)
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tRNA-Phe(GAA)

44 45
46

47

IMGVR_UViG_3300045988_151435|3300045988|Ga0495776_170378: 28,824-39,723 (+)
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anti-RM (APIS136) (CDS_0039)

40 41 42 43 44

uvig_199130: 28,829-63,666 (+)
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PDC-S05_WP_017455060.1 (CDS_0038)
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ThsC2_00001 HIT (CDS_0042)
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thioredoxin domain (CDS_0044)
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GtrB glycosyltransferase for O-antigen conversion (CDS_0049)
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integrase (CDS_0062)
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MGV-GENOME-0372106: 28,824-44,137 (+)

38 39
MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0040)
Vat_ABCDEFH-NCBIFAM Vat family streptogramin A O-acetyltransferase (NF000311.1) (CDS_0041)
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MGV-GENOME-0325285: 28,767-36,155 (+)
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10000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover unknown function defence (PADLOC)

anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


