nucleoside 2-deoxyribosyltransferase (CDS_0016)

DNA polymerase processivity factor (CDS_0015) DNA methyltransferase (CDS_0021)
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SRS077916_al_ct8477:14,115-27,000 (+)
DNA methyltransferase (CDS_0021)
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IMGVR_UVIG_3300008611_000022|3300008611|Ga0111137_1000070: 18 438-30,282 (+)
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MGV-GENOME-0347767: 18,468-28,923 (+)
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IMGVR_UViG_3300022578_000089|3300022578|Ga0248012_1272: 18,434-28,063 (+)

41 40
D ot oD et D0
MGV-GENOME-0327617:31,119-40,743 (-)
22 23 27
D {1 oL >C +—DDr b
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IMGVR_UVIG_3300007977_000007|3300007977|Ga0111542_100021: 14,131-27,834 (+)
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DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC)
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