
IMGVR_UViG_3300006259_000011|3300006259|Ga0099458_100103: 26,724-34,794 (+)

drt-cluster64 DRT (CDS_0026)
27

thymidylate synthase (CDS_0028)
MazG-like pyrophosphatase (CDS_0029)

30 31 32
phosphoadenosine phosphosulfate reductase (CDS_0033)

34 35 36 37 38

IMGVR_UViG_3300007316_000005|3300007316|Ga0104922_100083: 27,944-35,418 (+)

34 35

MGV-GENOME-0327617: 25,507-32,431 (-)

31

IMGVR_UViG_3300008133_000011|3300008133|Ga0111365_100079: 26,872-35,861 (+)

31 32 36 38

SRS148973_a1_ct3568: 29,151-36,108 (+)

34 35 39

IMGVR_UViG_3300008091_000001|3300008091|Ga0105975_100041: 27,143-35,418 (+)

33 34 35 39 42 43

IMGVR_UViG_3300045988_109837|3300045988|Ga0495776_137270: 26,888-34,038 (+)

24 29 30

MGV-GENOME-0347767: 28,926-36,955 (+)

35 36 39 40

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC)


