
MGV-GENOME-0146237: 6,052-15,080 (+)

9 10 11 12 13
holin (CDS_0014)

15 16 17
18

19
20

21 22

IMGVR_UViG_3300045988_067805|3300045988|Ga0495776_053572: 6,035-14,681 (+)

16 17

IMGVR_UViG_3300045988_078932|3300045988|Ga0495776_124075: 6,035-15,110 (+)

tRNA-Met(CAT) 16
PDC-M69A_WP_216276383.1 (CDS_0017)

18

MGV-GENOME-0114424: 6,155-15,146 (+)

17 18 19

IMGVR_UViG_3300045988_094828|3300045988|Ga0495776_121319: 6,051-15,597 (+)

PDC-M69A_WP_216276383.1 (CDS_0016)
17

IMGVR_UViG_2636415758_000003|2636415758|2636465835|81687-97680: 6,041-14,572 (+)

PDC-M69A_WP_216276383.1 (CDS_0016)
17 22

IMGVR_UViG_3300045988_076998|3300045988|Ga0495776_082957: 6,035-17,067 (+)

16 17
PDC-M69A_WP_216276383.1 (CDS_0018)

19

IMGVR_UViG_2648501683_000001|2648501683|2648558482|303970-321110: 6,055-15,524 (+)

16 17 18 19

MGV-GENOME-0117300: 6,055-15,396 (+)

16 17 18

IMGVR_UViG_3300045988_072546|3300045988|Ga0495776_121462: 6,060-15,673 (+)

16 17 18 19

MGV-GENOME-0121294: 6,028-15,739 (+)

16 17 18

MGV-GENOME-0120570: 6,060-15,673 (+)

13 16 17 18 19

uvig_400226: 6,056-17,186 (+)

16 17 18

uvig_422114: 6,049-15,234 (+)

16 17

IMGVR_UViG_3300045988_055996|3300045988|Ga0495776_123949: 6,039-15,241 (+)

11 16 17

IMGVR_UViG_3300045988_054510|3300045988|Ga0495776_121310: 6,042-15,790 (+)

16 17

IMGVR_UViG_3300045988_061111|3300045988|Ga0495776_019571: 6,043-15,123 (+)

16 17
18

19

MGV-GENOME-0114014: 6,033-15,111 (+)

16 17 18

IMGVR_UViG_2879645578_000002|2879645578|2879645617|110003-128327: 6,045-16,708 (+)

16 17 18 19 20

IMGVR_UViG_3300029616_000352|3300029616|Ga0245133_100131|29464-47294: 6,045-16,214 (+)

16 17 18 19

uvig_244320: 6,045-20,743 (+)

16 17 18 19 20 21

IMGVR_UViG_2907546677_000001|2907546677|2907546684|137685-156472: 6,035-17,171 (+)

16 17 18 19 20 21

ivig_297: 6,035-16,035 (+)

16 17 18 19 20

MGV-GENOME-0119498: 6,035-15,582 (+)

16 17 18 19 20

IMGVR_UViG_3300045988_125288|3300045988|Ga0495776_020022: 6,039-15,384 (+)

13 14 17 18 19

MGV-GENOME-0104043: 6,035-14,513 (+)

16 17

uvig_486813: 6,044-15,556 (+)

16 17

uvig_491969_: 6,043-15,774 (+)

16 17

uvig_297699: 6,042-15,703 (+)

16 17 18

MGV-GENOME-0118854: 6,045-15,528 (+)

16 17

MGV-GENOME-0119877: 6,036-15,613 (+)

16 17

IMGVR_UViG_3300045988_091930|3300045988|Ga0495776_121393: 6,048-15,633 (+)

16 17

MGV-GENOME-0117897: 6,044-15,448 (+)

16 17

IMGVR_UViG_3300045988_074671|3300045988|Ga0495776_036865: 6,045-15,573 (+)

16 17

uvig_91654: 6,032-15,814 (+)

16 17

MGV-GENOME-0111536: 6,035-16,001 (+)

16 17 22

uvig_487543: 6,032-16,446 (+)

16 17 18 19

uvig_99892: 6,044-15,774 (+)

16 17 18

IMGVR_UViG_2603880156_000009|2603880156|2603903504|14798-31779: 6,046-15,365 (+)

16 17 18

uvig_487754: 6,052-15,560 (+)

16 17 18

IMGVR_UViG_3300045988_088223|3300045988|Ga0495776_121184: 6,052-15,921 (+)

16 17 18 19 24

MGV-GENOME-0107831: 6,035-14,804 (+)

16 17 18

IMGVR_UViG_3300029707_000368|3300029707|Ga0245244_100946|1-18225: 5,634-16,609 (+)

8 15 16 17

IMGVR_UViG_7000000011_000059|7000000011|SRS053214_LANL_scaffold_27110: 5,598-14,691 (+)

15

IMGVR_UViG_3300045988_063550|3300045988|Ga0495776_003415: 5,314-14,790 (+)

7 10 15

IMGVR_UViG_3300045988_076954|3300045988|Ga0495776_002414: 5,604-14,146 (+)

15
PDC-M69A_WP_216276383.1 (CDS_0016)

17

IMGVR_UViG_3300045988_060141|3300045988|Ga0495776_167155: 5,607-14,171 (+)

PDC-M69A_WP_216276383.1 (CDS_0015)
16

uvig_491155_: 5,608-14,009 (+)

15 16

ivig_1134: 5,604-14,659 (+)

15 16 17 18

IMGVR_UViG_3300045988_086693|3300045988|Ga0495776_121261: 5,601-15,567 (+)

16
PDC-M69A_WP_216276383.1 (CDS_0017)

18

MGV-GENOME-0117457: 5,609-15,450 (+)

16 17

MGV-GENOME-0103200: 5,599-14,257 (+)

10 16 17

MGV-GENOME-0103327: 5,599-14,130 (+)

15 16

MGV-GENOME-0114122: 6,033-15,317 (+)

10 17 18

IMGVR_UViG_3300045988_078777|3300045988|Ga0495776_065740: 6,033-15,306 (+)

16 17

MGV-GENOME-4325110: 6,033-14,466 (+)

16

MGV-GENOME-0119321: 6,035-15,567 (+)

16
PDC-M69A_WP_216276383.1 (CDS_0017)

18

SRS149325_a1_ct77247_vs01: 6,035-14,921 (+)

PDC-M69A_WP_216276383.1 (CDS_0016)
17

uvig_387041: 6,045-16,736 (+)

16 17 18

MGV-GENOME-0120665: 6,045-15,680 (+)

16 17

IMGVR_UViG_3300029789_000036|3300029789|Ga0243734_1001529: 6,044-14,028 (+)

16

SAMEA1906557_a1_ct9338_vs1: 6,033-19,486 (+)

16 17 18 19

MGV-GENOME-0119867: 6,042-15,621 (+)

16 17 18

IMGVR_UViG_3300029676_000088|3300029676|Ga0243825_101245: 6,073-19,037 (+)

17 18
19

20 21

uvig_448460: 6,074-19,147 (+)

16 17 18

uvig_189153: 6,042-15,137 (+)

16 17 18

uvig_251469: 6,035-15,239 (+)

16 17

MGV-GENOME-0122672: 6,041-15,860 (+)

16 17 18

IMGVR_UViG_3300029033_000240|3300029033|Ga0169717_100535|3569-21297: 6,044-16,311 (+)

16 17 18 19

MGV-GENOME-0115850: 6,044-15,466 (+)

16 17 18

MGV-GENOME-0112405: 6,043-15,176 (+)

16 17

IMGVR_UViG_3300014755_000001|3300014755|Ga0169841_101129: 6,035-14,881 (+)

PDC-M69A_WP_216276383.1 (CDS_0016)
17

uvig_120526: 5,610-14,919 (+)

15 16 17 18

uvig_117226: 6,035-15,270 (+)

10 17 18

IMGVR_UViG_3300039330_000016|3300039330|Ga0169842_00237: 6,035-15,229 (+)

17 18

uvig_418811: 6,039-20,561 (+)

16 17 18 19 20 21

IMGVR_UViG_3300029740_000279|3300029740|Ga0245236_100988|11186-26309: 5,610-13,703 (+)

14 15

uvig_191709: 5,610-13,553 (+)

14

uvig_121743: 7,958-15,056 (+)

18 19

uvig_163376: 7,832-14,882 (+)

17 18

uvig_578129: 6,032-22,471 (+)

16 17 18 19 20 21 22

uvig_310228: 6,035-24,182 (+)

16 17 18 19 20 21
PDC-M69A_WP_216276383.1 (CDS_0022)

23

MGV-GENOME-0085669: 4,812-13,060 (+)

major tail protein (CDS_0006)
7 14 15 16

MGV-GENOME-0152052: 7,927-19,148 (+)

ribonuclease toxin of AT system (CDS_0017) 18
holin (CDS_0019)

20 21 22 23 24 25

IMGVR_UViG_3300029355_000298|3300029355|Ga0243784_100084|92378-115363: 6,044-21,371 (+)

16 17 18 19 20 21
MTase_II_00013 Type (CDS_0022)

REase_II_00022 Type (CDS_0023)

24 25

uvig_458902_: 6,044-20,541 (+)

16 17 18 19 20 21

MTase_II_00013 Type (CDS_0022)
23

24 25

uvig_161995: 6,044-22,685 (+)

16 17 18 19 20 21

MTase_II_00013 Type (CDS_0022)

REase_II_00022 Type (CDS_0023)
integrase (CDS_0024)

25 26

uvig_139971: 6,035-19,911 (+)

16 17 18 19 20 21
MTase_II_00013 Type (CDS_0022)

23 24

uvig_209834: 6,053-26,020 (+)

16 17 18 19 20 21 22 23
MTase_II_00013 Type (CDS_0024)

REase_II_00022 Type (CDS_0025)

26 27 28 29

IMGVR_UViG_3300029615_000387|3300029615|Ga0245146_100368|53029-76977: 6,053-22,334 (+)

16 17 18 19 20 21
MTase_II_00013 Type (CDS_0022)

REase_II_00022 Type (CDS_0023)

24 25 26 27

ivig_3448: 6,041-22,899 (+)

16 17 18 19 20 21
MTase_II_00013 Type (CDS_0022)

REase_II_00022 Type (CDS_0023)

24 25 26

ivig_1574: 6,044-28,354 (+)

16 17 18 19 20 21
MTase_II_00013 Type (CDS_0022)

REase_II_00022 Type (CDS_0023)

24 25 mads_8 (CDS_0026) 27 28 29

IMGVR_UViG_3300030320_000363|3300030320|Ga0244994_100064|116828-136766: 6,044-18,433 (+)

16 17 18 19 20 21 22

MGV-GENOME-0162270: 7,932-18,595 (+)

16 17 18
19

20 21 22 23 24
PDC-M69A_WP_216276383.1 (CDS_0025)

26

IMGVR_UViG_3300029779_000367|3300029779|Ga0243834_1000201|42163-64026: 5,599-20,250 (+)

15 16 17
18

19

lipoprotein (CDS_0020)

21 22 23 24 25

IMGVR_UViG_3300029248_000268|3300029248|Ga0168696_1000046|74985-92739: 5,228-16,138 (+)

11 12 15 16 17 18

uvig_467314: 5,245-14,754 (+)

15 16 17

uvig_419669: 5,222-16,236 (+)

15 16 17 18

uvig_253482: 5,232-15,666 (+)

11 15 16

uvig_222714: 5,225-14,973 (+)

11 15 16 17

uvig_210259: 5,224-16,158 (+)

15 16

uvig_406420: 5,228-15,441 (+)

15 16 17

uvig_168149: 5,228-17,288 (+)

15 16 17
PDC-M69A_WP_216276383.1 (CDS_0018)

19 20 21

IMGVR_UViG_3300029947_000044|3300029947|Ga0116655_100616: 5,229-15,336 (+)

15
PDC-M69A_WP_216276383.1 (CDS_0016)

17 18

uvig_166825: 5,235-18,283 (+)

15 16 17 18 19 20

uvig_416762: 5,215-19,588 (+)

15 16 17 18 19 20 21

uvig_201952: 5,216-18,623 (+)

10 11 endolysin (CDS_0013) 15 16 17 18

uvig_200459: 5,225-15,404 (+)

15
PDC-M69A_WP_216276383.1 (CDS_0016)

17

uvig_484783: 5,215-21,485 (+)

15MTase_II_00013 Type (CDS_0016)

REase_II_00022 Type (CDS_0017)
integrase (CDS_0018)

19 20 21

MGV-GENOME-0111815: 5,852-15,296 (+)

16 17 21 22

IMGVR_UViG_2603880158_000002|2603880158|2603903702|14814-31076: 5,820-15,123 (+)

16 17

IMGVR_UViG_3300045988_098774|3300045988|Ga0495776_019544: 6,539-15,415 (+)

17 18

uvig_396686: 8,221-15,276 (+)

17 18

uvig_131104: 5,821-17,850 (+)

16
PDC-M69A_WP_216276383.1 (CDS_0017)

18

MGV-GENOME-0112045: 5,821-15,427 (+)

PDC-M69A_WP_216276383.1 (CDS_0016)
17

IMGVR_UViG_3300045988_117098|3300045988|Ga0495776_123752: 5,850-15,416 (+)

16 17

IMGVR_UViG_3300014944_000142|3300014944|Ga0134440_100102|97732-113726: 5,855-14,855 (+)

16 17

MGV-GENOME-0116855: 5,849-15,836 (+)

16 17

uvig_306161: 5,842-15,169 (+)

PDC-M69A_WP_216276383.1 (CDS_0016)
17

IMGVR_UViG_3300029117_000189|3300029117|Ga0168818_100141|5579-24672: 5,850-17,954 (+)

16 17 18 19

MGV-GENOME-0142820: 5,842-15,000 (+)

16 17

uvig_255466: 5,850-15,354 (+)

16 17 18

IMGVR_UViG_3300029120_000361|3300029120|Ga0168814_100217|62245-78196: 5,821-14,812 (+)

PDC-M69A_WP_216276383.1 (CDS_0016)
17 22

ivig_178: 5,762-15,191 (+)

PDC-M69A_WP_216276383.1 (CDS_0016)
17

IMGVR_UViG_3300045988_108055|3300045988|Ga0495776_019540: 5,522-15,325 (+)

13
holin (CDS_0014)

15 16 17 18

IMGVR_UViG_2907542765_000003|2907542765|2907542779|78672-98153: 5,758-18,138 (+)

16 17 18

IMGVR_UViG_3300045988_105482|3300045988|Ga0495776_037128: 5,758-15,771 (+)

16 17

IMGVR_UViG_3300030319_000357|3300030319|Ga0244979_100087|51888-68506: 5,757-15,467 (+)

16 17

IMGVR_UViG_3300045988_093050|3300045988|Ga0495776_020010: 5,757-15,747 (+)

16

MGV-GENOME-0116840: 5,758-15,630 (+)

16 17

IMGVR_UViG_3300014961_000181|3300014961|Ga0134526_1000226|5718-23791: 5,755-16,730 (+)

16 17
PDC-M69A_WP_216276383.1 (CDS_0018)

19

uvig_219923: 5,798-15,488 (+)

17 18 19

IMGVR_UViG_3300045988_068193|3300045988|Ga0495776_019561: 5,743-15,488 (+)

16 17

uvig_557259: 5,844-16,100 (+)

16 17

IMGVR_UViG_3300014555_000161|3300014555|Ga0134422_100076|70076-86610: 6,615-15,383 (+)

17 18

uvig_378845: 6,232-14,802 (+)

14
holin (CDS_0015)

1617 18

uvig_435071_: 5,759-14,227 (+)

16 17

MGV-GENOME-0108380: 5,690-15,127 (+)

16 17 18

MGV-GENOME-0111836: 5,850-16,548 (+)

16 17 18 23 24

IMGVR_UViG_3300045988_087531|3300045988|Ga0495776_123739: 5,850-16,548 (+)

16 17 18

IMGVR_UViG_3300014803_000205|3300014803|Ga0134430_1000062|62680-80152: 5,852-16,333 (+)

16 17 18 19

IMGVR_UViG_3300029733_000291|3300029733|Ga0245176_100104|85899-103560: 5,830-17,660 (+)

16 17 18 19

uvig_404666: 5,842-16,837 (+)

16 17 18 19

IMGVR_UViG_3300045988_097237|3300045988|Ga0495776_152701: 5,842-16,345 (+)

16 17 18

IMGVR_UViG_3300045988_097176|3300045988|Ga0495776_142610: 5,842-15,929 (+)

16 17

IMGVR_UViG_3300045988_083825|3300045988|Ga0495776_181854: 5,842-15,170 (+)

16 17 18

IMGVR_UViG_3300029394_000373|3300029394|Ga0243997_1000088|64530-82128: 5,840-17,597 (+)

15 16 17 18

uvig_452505: 5,840-16,975 (+)

15 16 17

uvig_487880: 5,852-19,029 (+)

tail length tape measure protein (CDS_0009) 16 17 18 19 20

IMGVR_UViG_3300045988_085393|3300045988|Ga0495776_182006: 5,852-15,628 (+)

16 17 18

uvig_191444: 5,715-15,699 (+)

16 17 18

MGV-GENOME-4344148: 6,096-15,188 (+)

10 15 18 19

IMGVR_UViG_2765235700_000003|2765235700|2765235700|1932588-1948272: 5,226-13,093 (+)

13

MGV-GENOME-0112860: 4,984-13,736 (+)

13

ivig_3554: 5,214-15,196 (+)

13

uvig_313435: 5,189-14,022 (+)

13

IMGVR_UViG_3300045988_082121|3300045988|Ga0495776_142268: 5,771-14,456 (+)

16

uvig_385289: 5,388-14,403 (+)

13
holin (CDS_0014)

16

IMGVR_UViG_3300029578_000296|3300029578|Ga0245007_100089|69954-86616: 5,766-15,318 (+)

16 17

MGV-GENOME-0100232: 5,771-14,305 (+)

16

MGV-GENOME-0111961: 5,477-15,420 (+)

endolysin (CDS_0013)
holin (CDS_0014) 16 17

MGV-GENOME-0095170: 5,373-13,931 (+)

13 holin (CDS_0014)

uvig_421551: 5,459-14,833 (+)

13 holin (CDS_0014)

IMGVR_UViG_3300045988_094789|3300045988|Ga0495776_059029: 5,467-14,397 (+)

13 holin (CDS_0014)

uvig_497456: 50-7,099 (-)

holin (CDS_0002)3

MGV-GENOME-0121056: 5,856-17,333 (+)

16 1718 19 20 25

IMGVR_UViG_3300045988_130311|3300045988|Ga0495776_019566: 5,968-16,692 (+)

17 18 19

IMGVR_UViG_3300029793_000441|3300029793|Ga0243738_1000325|59391-76703: 5,467-16,173 (+)

13
holin (CDS_0014)

15 16 17

PDC-M69A_WP_216276383.1 (CDS_0018)

19

uvig_489071: 5,467-18,041 (+)

15 16 17 18

IMGVR_UViG_3300029113_000221|3300029113|Ga0168853_101114|258-16358: 5,467-14,961 (+)

15 16

uvig_222141: 5,860-14,857 (+)

12 13 14

IMGVR_UViG_3300045988_127467|3300045988|Ga0495776_053847: 5,467-15,278 (+)

15 16

MGV-GENOME-0110106: 5,467-15,265 (+)

15 16

MGV-GENOME-0061643: 5,054-11,466 (+)

11

IMGVR_UViG_3300029111_000157|3300029111|Ga0168815_100584|9172-24746: 5,380-14,423 (+)

11
PDC-M69A_WP_216276383.1 (CDS_0015)

16

uvig_427568: 5,855-16,194 (+)

10 16
PDC-M69A_WP_216276383.1 (CDS_0017)

18

SAMN05826493_a1_ct5211: 5,470-16,118 (+)

15
PDC-M69A_WP_216276383.1 (CDS_0016)

17

ivig_170: 5,447-15,837 (+)

13 holin (CDS_0014) 17 18 19

uvig_227661: 5,452-16,611 (+)

15 16 17 18

8000 nt

integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail unknown function defence (PADLOC) tRNA pseudogene


