
NC_042066.1: 39,700-47,052 (+)

51 52 53 54
HNH endonuclease (CDS_0055)

56 57 58 59 60 61 62 63 64
polynucleotide kinase (CDS_0065)

66 67 68

TemPhD_cluster_31384: 38,250-46,299 (+)

50 52 54 55 56 57
HNH endonuclease (CDS_0058)

59 60 66

NC_047985.1: 37,079-44,045 (+)

DNA methyltransferase (CDS_0046) 51 53 54 55 56 58 59

TemPhD_cluster_47393_: 36,351-41,893 (+)

51 52 54 56 57 58 59

MGV-GENOME-0307501: 36,681-42,113 (+)

50 57

MGV-GENOME-4424260: 37,449-43,460 (+)

50 52 HNH endonuclease (CDS_0053) 54 55 59

NC_048065.1: 37,110-44,119 (+)

51 53 54 55 56 5758 64

NC_027350.1: 37,144-44,065 (+)

53 54 55 56 57 61

NC_047823.1: 38,180-44,844 (+)

52 55 56 57 58 59 60

TemPhD_cluster_58895: 37,376-43,948 (+)

53 54 55 56 57 58

AY308796.1: 37,394-44,270 (+)

52 53 54 55 56 58 59

NC_047947.1: 39,069-44,497 (+)

53 54 56 57 58 59 61 62 63 64

NC_047898.1: 36,086-40,108 (+)

44 49 53 54

3000 nt

DNA, RNA and nucleotide metabolism other unknown function


