
MGV-GENOME-4429155: 30,323-39,856 (+)

UG4 (CDS_0029) 30 31 32 33 34 35 36 37 38 39 40 41 42 43
anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0044)

45

IMGVR_UViG_3300045988_078787|3300045988|Ga0495776_146970: 30,317-38,519 (+)

35 36 40 41

uvig_62782: 30,249-40,812 (+)

34 37 38

IMGVR_UViG_3300045988_074663|3300045988|Ga0495776_180972: 30,323-38,969 (+)

35 36

OTU_881: 30,190-40,962 (+)

39 40

uvig_269065: 31,244-40,404 (+)

Uzume__UzuA (CDS_0038) 39

IMGVR_UViG_3300045988_079759|3300045988|Ga0495776_183704: 29,815-39,413 (+)

Uzume__UzuA (CDS_0037) 38

uvig_124356: 22,676-41,106 (+)

27 28 29 34 35 36
phosphoadenosine phosphosulfate reductase (CDS_0037)

38 41 42

uvig_66234: 22,778-41,161 (+)

33 34 35 36
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0037)

IMGVR_UViG_3300010280_000004|3300010280|Ga0129308_1000520: 22,461-38,968 (+)

33 34 35 36

uvig_17174: 22,894-40,420 (+)

endolysin (CDS_0033) 34 35 36
37

38

7000 nt

lysis moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) anti-defence (dbAPIS) AMR (AMRFinderPlus)


