anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0044)
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IMGVR_UViG_3300045988_079759|3300045988|Ga0495776_183704:29,815-39,413 (+)
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uvwg 124356:22,676-41,106 (+)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0037)
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uvig_66234:22,778-41,161 (+)
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IMGVR_UViG_3300010280_000004|3300010280|Ga0129308_1000520: 22,46 1-38,968 (+)
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endolysin (CDS_0033) 34 35 36 TSB

uvwg 17174:22,894-40,420 (+)
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