ribonucleoside-diphosphate reductase large subunit (CDS_0046)

DEDDh_LILII_IV_V_VI_1(CDS_0041) endonuclease (CDS_0045)
DNA polymerase (CDS_0043)
40 42 [ 44 47 48 49 50 51
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uvig_132186:61,742-73,752 (+)

ribonucleoside-diphosphate reductase large subunit (CDS_0043)
40 44 ribonucleoside-diphosphate reductase large subunit (CDS_0045)

e — ———— ———————]
uvig_128685:57,919-70,398 (+)

ribonucleoside-diphosphate reductase large subunit (CDS_0042)

P ———— 1] ]
uvig 331384:59,975-72,159 (+)

42 45
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MGV-GENOME-0367215: 61,407-74,488 (+)
HEase_00021 homing (CDS_0046)
endonuclease (CDS_0044) 45 ribonucleoside-diphosphate reductase large subunit (CDS_0047)

0
SRS011302_al ct19612:60,991-74,021 (+)
HEase_00021 homing (CDS_0045)
44 46

MGV-GENOME-0365422:58,642-71,597 (+)

phosphoesterase HEase_00021 homing (CDS_0049)
X 41 endonuclease (CDS_0047) 48 50 51 ribonucleoside-diphosphate reductase large subunit (CDS_0052)

ey § — | —p ——— ———————— —— ——————————————
uvig_181235:59,832-74,378 (+)

homing endonuclease with LAGLIDADG motif (CDS_0043)
HEase_00021 homing (CDS_0045)
42 44 46

o
MGV-GENOME-0366607:57,721-70,752 (+)
18 19 20 21 ribonucleoside-diphosphate reductase large subunit (CDS_0022)

MGV-GENOME-0333916: 24,015-36,578 (+)
37 43 44 45 46

T e
MGV GENOME-0365737:59,980-73,273 (+)
39 40 41

(]
MGV GENOME-0365688: 59 373 69, 224 (+)

COOH.NH2 ligase (CDS_0053)
ribonucleoside-diphosphate reductase large subunit (CDS_0046) COOH.NH2 ligase (CDS_0055)
44 45 [ 48 49 | 54 56 57

& Ko« EeiaEEETT e KK EE

;/Ig,256319: 61,464-77,220 (+)
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