nucleoside 2-deoxyribosyltransferase (CDS_0059)
polynucleotide kinase (CDS_0062)

ZorD1_00007 SWI2/SNF2 (CDS_0049) HNH endonuclease (CDS_0058)
43 44 45 46 47 48 50 51 52 53 54 555657 ‘ 60 61 63 64 65 66 67
—— - I S S E— . e e R e R e —
uvig_590578:46,507-63,659 (+)
ZorD1_00007 SWI2/SNF2 (CDS_0050) HNH endonuclease (CDS_0059)

48 49 51 52 53 54 55 56 5758 nucleoside 2-deoxyribosyltransferase (CDS_0060)
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SAMNO09781729_al ct27571:51,049-63,649 (+)
nucleoside 2-deoxyribosyltransferase (CDS_0057)
ZorD1_00007 SWI2/SNF2 (CDS_0050)
5152 53 545556 64 65

MGV-GENOME-0373519: 48, 578 59, 100( )
HNH endonuclease (CDS_0155)
152
151 154
149 150T 153—r nucleoside 2-deoxyribosyltransferase (CDS_0156)
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MGV-GENOME-0374873:121,986-131,045 (+)

HNH endonuclease (CDS_0056)
50 51 525354 55 nucleoside 2-deoxyribosyltransferase (CDS_0057)
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MGV-GENOME-0374424:49,048-58,107 (+)
HNH endonuclease (CDS_0060)
51 52 53 54 55 565758 59 nucleoside 2-deoxyribosyltransferase (CDS_0061)
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MGV-GENOME- 0374637 51, 190 61 723 (+)
49 50 51 52 53 54 55HNH endonuclease (CDS_0056)

MGV-GENOME-0374528:48,165-57,455 (+)
ZorD1_00007 SWI2/SNF2 (CDS_0049)
48 50 51 52 53 54HNH endonuclease (CDS_0055)

MGV-GENOME-0373879: 48,468-56,553 (+)
ZorD1_00007 SWI2/SNF2 (CDS_0049)
52
505153 54 55 56
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uvig 552131:44,183-56,464 (+)
ZorD1_00007 SWI2/SNF2 (CDS_0049)
52
50 51| 53 54

——— ] I N S —
uvig 562014:44,183-55,511 (+)

ZorD1_00007 SWI2/SNF2 (CDS_0050) 56
51 52 53 54 55T57 58 59 60
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MGV-GENOME-0373516:47,370-56,044 (+)
6000 nt !
DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC)
I




