
IMGVR_UViG_2563366915_000003|2563366915|2563396562|42212-90491: 29,366-41,113 (+)

3031 32 33 34

transcriptional regulator (CDS_0035)

36 37
primosomal protein (CDS_0038)

39 40 41 42

MokW-like host killing (CDS_0043)
HNH endonuclease (CDS_0044)

45

anti-termination protein Q-like (CDS_0046)

47 RM_Type_II__Type_II_MTases_FAM_36 (CDS_0048)

TemPhD_cluster_58649: 32,670-48,652 (+)

transcriptional repressor
primosomal protein (CDS_0037)

DnaC-like helicase loader (CDS_0038)

39 RosmerTA__RmrT_2623274509 (CDS_0043)
RosmerTA__RmrA_2623274509 (CDS_0044)

45 50
holin (CDS_0051)

52 53

IMGVR_UViG_641522650_000007|641522650|641522725|1303657-1351804: 34,376-48,147 (+)

49 51 Rst_gop_beta_cll__cll (CDS_0054)
Rst_gop_beta_cll__beta (CDS_0055)

56

TemPhD_cluster_47000: 33,166-42,809 (+)

44 45 4647 48
Mom-like DNA modification protein (CDS_0049)

50 51

IMGVR_UViG_2684623189_000004|2684623189|2684693306|2683470-2730851: 31,462-43,520 (+)

replication initiation protein (CDS_0038)
DS-33__DS-33 (CDS_0040)

41 transposase (CDS_0042) 47 49

IMGVR_UViG_637000109_000004|637000109|637000520|1388571-1435175: 31,462-43,092 (+)

DS-33__DS-33 (CDS_0040) 41
HNH endonuclease (CDS_0043)

44

IMGVR_UViG_2663762603_000001|2663762603|2663762736|210728-260536: 32,697-45,831 (+)

DS-27__DS-27 (CDS_0040)
41 42 44 45

HNH endonuclease (CDS_0046)
47 51

IMGVR_UViG_2663762646_000001|2663762646|2663767454|208437-258134: 32,586-45,720 (+)

44 45 HNH endonuclease (CDS_0046)

TemPhD_cluster_20212: 33,061-46,195 (+)

DS-27__DS-27 (CDS_0040)
41 45 46 HNH endonuclease (CDS_0047)

TemPhD_cluster_47144: 32,159-45,799 (+)

40 41 42 43 45 46 HNH endonuclease (CDS_0047)

IMGVR_UViG_2563366861_000002|2563366861|2563394043|186-49292: 32,904-45,093 (+)

released from the phage upon host infection (CDS_0040)
45 46 HNH endonuclease (CDS_0047)

6000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function

defence (DefenseFinder) tRNA


