
MGV-GENOME-0295594: 16,001-31,632 (+)

25 26

tail length tape measure protein (CDS_0027)
HEase_00016 homing (CDS_0028)

29 30 tail protein (CDS_0031) 32 33 34 35 36 37
capH (CDS_0038)

mads_1 (CDS_0039)

40

IMGVR_UViG_3300045988_044755|3300045988|Ga0495776_094798: 14,716-29,780 (+)

28 29 30

uvig_156126: 15,643-31,580 (+)

29 30 34 35 37 38

uvig_421508: 15,043-30,623 (+)

30 31
capH (CDS_0035)

36

SAMN05826954_a1_ct8532: 15,043-31,170 (+)

30 31

uvig_541870: 16,836-31,532 (+)

31 32

uvig_125632: 16,959-31,926 (+)

31 32 33 37

MGV-GENOME-0294496: 17,053-31,965 (+)

31 32

IMGVR_UViG_3300045988_047960|3300045988|Ga0495776_019722: 15,959-30,109 (+)

29

SAMN10290208_a1_ct1291: 16,308-32,867 (+)

33 34

uvig_192287: 13,851-31,556 (+)

26 integrase (CDS_0027) 28 29

MGV-GENOME-0288922: 13,851-29,710 (+)

26 27 28 30 31

IMGVR_UViG_3300045988_052526|3300045988|Ga0495776_015373: 16,029-32,917 (+)

30 31 32 33 34 39
capH (CDS_0040)

41

MGV-GENOME-0287815: 14,707-29,152 (+)

28 29 amidase (CDS_0030)

7000 nt

integration and excision lysis tail unknown function defence (PADLOC)


