27 tail protein (CDS_0028) 29 30 integrase (CDS_0031) 32 33 34 35 36 37 38 3940 41

uvig_156126: 19,633-32,444 (+)
capH (CDS_0035)
28 29 34 mads_1(CDS_0036) 42

%

IMGVR_UViG_3300045988_044755|3300045988|Ga0495776_094798: 18,463-31,453 (+)
28 29 amidase (CDS_0030) 34 35 36 3738

!

MGV-GENOME-0287815:18,457-32,360 (+)
mads_1 (CDS_0039)
capH (CDS_0038)
37 4142 43
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MGV-GENOME-0295594:27,193-34,135 (+)

capH (CDS_0040)
3839 41 43
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IMGVR_UViG_3300045988_052526|3300045988|Ga0495776_015373:28,646-35,041 (+)

37capH (CDS_0038) 41 4243 48
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uvig_125632:28,668-34,105 (+)
41 4243
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MGV-GENOME-0294496:27,476-34,144 (+)
capH (CDS_0007) transposase (CDS_0010)

5 6 8  Casl4uCAS-V-F;(CDS_0009)
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uvig 497747:346-8,509 (+)

5000 nt {
integration and excision lysis tail unknown function defence (PADLOC)
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