
IMGVR_UViG_3300007105_000092|3300007105|Ga0102630_100477: 8,529-23,580 (+)

11 12 13 14 15 16 17 18
amidase (CDS_0019)

20

tRNA-Lys(TTT)

21 22
endonuclease (CDS_0023)

24

uvig_202151: 8,531-20,915 (+)

17 18 19

IMGVR_UViG_3300045988_157407|3300045988|Ga0495776_062953: 8,887-21,107 (+)

17 18 19

uvig_450962: 8,857-18,535 (+)

17 18 19

uvig_291642: 8,810-17,846 (+)

16 17 18

IMGVR_UViG_3300029411_000255|3300029411|Ga0243861_100566|4699-38931: 8,857-23,064 (+)

17 18 19
SoFic__SoFic (CDS_0023)

24 25 26 27

IMGVR_UViG_3300030035_000183|3300030035|Ga0245021_100147|66248-100310: 8,811-22,324 (+)

16 17 18

uvig_162853: 8,410-22,831 (+)

11
tail length tape measure protein (CDS_0015)

16 18 19 20

uvig_443888_: 8,529-16,897 (+)

16
tail assembly protein (CDS_0017)

18

IMGVR_UViG_3300029432_000407|3300029432|Ga0243805_101046|3-33142: 8,529-19,904 (+)

16
tail assembly protein (CDS_0017)

18 20 21

uvig_391564: 8,362-18,531 (+)

17 18 19 20 21 22 23 24 25

IMGVR_UViG_3300029715_000420|3300029715|Ga0245215_1000104|108809-146076: 3,279-13,466 (-)

789101112131415

uvig_208486: 8,188-21,582 (+)

15 16 17 18 19 20 21 22 23

uvig_418254: 8,203-17,505 (+)

15 16 17 18 1920 21

IMGVR_UViG_3300008571_000014|3300008571|Ga0111077_100557: 7,753-21,626 (+)

13 15 16
tail fiber protein (CDS_0017)

18 19 20 21 22 23

Ma_2019_SRR413745_NODE_593_length_37170_cov_22.524074: 8,559-25,546 (+)

17 18 19 20 21 22 23 24 30

SAMN00792090_a1_ct60787_vs1: 8,559-25,159 (+)

17 18 19 20 21 22 23 24

uvig_186423: 8,415-23,606 (+)

15 16 17 18 19 20 21 22 25 AbiD (CDS_0027)

IMGVR_UViG_3300029481_000024|3300029481|Ga0244053_100548: 8,540-25,755 (+)

17 18 19
amidase (CDS_0020)

21 22 23 27

retron_type_VI_hth_cluster2_1 (CDS_0028)

29
transcriptional repressor (CDS_0030)

31

uvig_173817: 8,551-21,382 (+)

15 16 17 18 19

6000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)

tRNA


