
uvig_241591: 22,714-29,963 (+)

38 39
Holliday junction resolvase (CDS_0040)

41 42
replication terminator (CDS_0043)

44 45 46

nucleoside triphosphate pyrophosphohydrolase (CDS_0047)

48 49 50 51

uvig_335698: 34,736-40,742 (+)

55
nucleoside triphosphate pyrophosphohydrolase (CDS_0056)

57

uvig_16163: 32,596-39,355 (+)

replication terminator (CDS_0050) 51
nucleoside 2-deoxyribosyltransferase (CDS_0052)

nucleoside triphosphate pyrophosphohydrolase (CDS_0053)

54

IMGVR_UViG_3300029411_000255|3300029411|Ga0243861_100566|4699-38931: 26,979-34,229 (+)

replication terminator (CDS_0043)

uvig_450962: 41,630-48,884 (+); 1-1,593 (+)

terminase large subunit (CDS_0001)replication terminator (CDS_0055)

uvig_186423: 28,258-35,251 (+)

antitoxin from a toxin-antitoxin system
39 replication terminator (CDS_0044)

SAMN06164443_a1_ct162329_vs1: 32,801-40,036 (+); 1-1,593 (+)

replication terminator (CDS_0051) 54

IMGVR_UViG_3300029432_000407|3300029432|Ga0243805_101046|3-33142: 25,902-33,136 (+)

replication terminator (CDS_0042)

uvig_342344: 29,278-36,922 (+)

MTase_II_00030 Type (CDS_0050)
replication terminator (CDS_0051)

52 53 54

uvig_245664: 31,082-38,249 (+)

replication terminator (CDS_0050) 51 52

SAMEA2737717_a1_ct58118_vs1: 35,329-42,498 (+)

replication terminator (CDS_0051)
52 53

uvig_172117: 24,020-30,414 (+)

MTase_II_00030 Type (CDS_0043)

IMGVR_UViG_3300029481_000024|3300029481|Ga0244053_100548: 28,183-34,961 (+)

MTase_II_00030 Type (CDS_0044)

uvig_418254: 31,165-37,937 (+)

MTase_II_00030 Type (CDS_0053)

uvig_170958: 31,103-36,704 (+)

52

IMGVR_UViG_3300045988_157407|3300045988|Ga0495776_062953: 29,780-35,835 (+)

replication terminator (CDS_0044)
nucleoside triphosphate pyrophosphohydrolase (CDS_0047)

48

uvig_173817: 23,146-29,465 (+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0038) 39

uvig_162853: 30,327-37,559 (+)

replication terminator (CDS_0047) 48 51

uvig_391564: 36,382-42,763 (+); 1-1,593 (+)

MTase_II_00030 Type (CDS_0055) replication terminator (CDS_0056)

IMGVR_UViG_3300008571_000014|3300008571|Ga0111077_100557: 28,349-35,763 (+)

Druantia_II__DruM (CDS_0046)
DNA methyltransferase (CDS_0047)

replication terminator (CDS_0048)

IMGVR_UViG_3300014792_000253|3300014792|Ga0134427_1000032|3-33840: 27,437-33,834 (+)

MTase_II_00030 Type (CDS_0045) replication terminator (CDS_0046)

IMGVR_UViG_3300029696_000244|3300029696|Ga0245263_100372|15775-52946: 19,033-28,337 (-)

242529
nucleoside triphosphate pyrophosphohydrolase (CDS_0030)

31

uvig_401203: 24,475-30,507 (+)

44
nucleoside triphosphate pyrophosphohydrolase (CDS_0045)

46

uvig_291642: 29,851-35,287 (+)

49

IMGVR_UViG_3300030035_000183|3300030035|Ga0245021_100147|66248-100310: 27,026-34,059 (+)

41 42 43 45

3000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC)


