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integrase (CDS_0034)
SoFic__SoFic (CDS_0035)

36

minor head protein (CDS_0037)
capP (CDS_0038)

39

retron_type_VI_hth_cluster2_1 (CDS_0040)

41 42 43
antitoxin from a toxin-antitoxin system (CDS_0044)

45 46 replication initiation protein (CDS_0047)

uvig_158242: 19,994-30,267 (+)

28
transcriptional regulator (CDS_0029)

30
transcriptional repressor (CDS_0034)

retron_type_VI_hth_cluster2_1 (CDS_0035)

36 37 38

SAMN06164443_a1_ct162329_vs1: 25,584-33,960 (+)

AbiD (CDS_0033) 37
retron_type_VI_hth_cluster2_1 (CDS_0038)

39 40 41 42

uvig_512691: 17,104-28,396 (+)

amidase (CDS_0024)
holin (CDS_0025)

endonuclease (CDS_0026) 32
retron_type_VI_hth_cluster2_1 (CDS_0033)

34 35 36 37

uvig_380791: 9,524-23,768 (+)

13 14 15 16 17 19 21
capP (CDS_0022)
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30
retron_type_VI_hth_cluster2_1 (CDS_0031)
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36 37 38 39 40 41
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