
uvig_422989: 79-4,390 (+)

DS-28__DS-28A (CDS_0001)
2 3 4 5 6 7

MGV-GENOME-0208285: 1-6,593 (+)

1 2

MGV-GENOME-0230881: 2-8,661 (+)

1 drt-cluster485 DRT (CDS_0002) 3

MGV-GENOME-0213859: 22,835-30,261 (-)

replication initiation protein (CDS_0037)38

radical SAM domain protein (CDS_0039)
MTase_II_00030 Type (CDS_0040)

41
42

MGV-GENOME-4419148: 680-10,666 (+)

1 2 3 4 5 6 7 8

MGV-GENOME-0258138: 121-10,647 (+)

1 2 3 4 5 6 7 8

SAMN05826989_a1_ct4780_vs1: 22,851-34,698 (-)

353637383940414243

MGV-GENOME-0225768: 114-11,508 (+)

1 2 3 4 5 6 7 8

MGV-GENOME-0317480: 286-13,153 (+)

1

PDC-S16_WP_183323738.1 (CDS_0002)
AbiL__AbiLi2 (CDS_0003)

4 5 6 7 8 9 10 11

MGV-GENOME-0263030: 23,806-34,178 (-)

3637383940
PDC-S05_WP_181573034.1 (CDS_0041)

MGV-GENOME-0212678: 577-9,149 (+)

1 2 3 4 5

MGV-GENOME-0284028: 24,707-42,984 (-)

pAgo__pAgo_S1A (CDS_0039)40414243444546
baseplate hub (CDS_0047)

4849

MGV-GENOME-0270687: 41-15,688 (+)

1 2 3 4 5 6 7 pAgo__pAgo_S1A (CDS_0008)

uvig_264982: 17,498-26,214 (-)

252627282931

MGV-GENOME-0266607: 38-16,790 (+)

1 2 3

RM_Type_III__Type_III_REases_FAM_1.einsi_trimmed (CDS_0004)
MTase_III_00013 Type (CDS_0005)

6

PDC-M69A_WP_216276383.1 (CDS_0007)

8 9 10 11 12 13
PDC-S05_WP_181573034.1 (CDS_0014)

15

MGV-GENOME-0235650: 452-11,532 (+)

1 2 3
PDC-M69A_WP_216276383.1 (CDS_0004)

5 6 7 8
PDC-S05_WP_181573034.1 (CDS_0009)

10

uvig_436410_: 555-14,736 (+)

1 2 3 4 5
drt-cluster64 DRT (CDS_0006)

7 8 9

AbiEii_WP_067065479.1 AbiEii (CDS_0010)
AbiEi_WP_068866247.1 AbiEi (CDS_0011)

HEC-01B_WP_101726552.1 (CDS_0012)
HEC-01A_WP_097318232.1 (CDS_0013)

14

MGV-GENOME-0242037: 22,782-35,505 (-)

3637
PDC-S13_WP_186842295.1 (CDS_0038)

3940414243

Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0044)

45

RecT-like ssDNA annealing protein (CDS_0046)

metal-dependent hydrolase (CDS_0047)
48

4950

DnaD-like helicase loader (CDS_0051)

7000 nt

DNA, RNA and nucleotide metabolism other tail unknown function defence (DefenseFinder) defence (PADLOC)


