RT_III-AM_III-B_2 (CDS_0025)

27 capH (CDS_0033) 39 41 endonuclease (CDS_0049)
tailﬁberprotein(CDS_OOL4) 262829 30 31 32 34 35 36 37 38[40[ 42 43 44 45 46 47 48" | exonuclease (CDS_0050)

IMGVR_UViG_3300045988_083495|3300045988|Ga0495776_016023: 19,809-37,090 (+)
endolysin (CDS_0030) capH (CDS_0033) 36 38

1 = = T34 35 [37] 39 40 41

IMGVR_UViG_3300008103_000005|3300008103|Ga0114180_100545: 19,733-35,270 (+)
tail protein (CDS_0023)

tail protein (CDS_0022) endolysin (CDS_0029) capH (CDS_0032) 38
| Reverse transcriptase (CDS_0024) 30 31 33 34 35 3637 39 40

IMGVR_UViG_3300006258_000014/3300006258|Ga0099398_100341:17,810-36,710 (+)
capH (CDS_0031) 37
28 29 30 32 33 34 3536 38 39

COC O OWCHKCHCHEDOE ORI O DD 5
N R N I BN SN DN N N O N N 1
MGV-GENOME-0297402: 19,003-35,407 (+)
endolysin (CDS_0030) capH (CDS_0033) 39
31 32 | 34 35 36 3738] 40 41 42
D) DE - O DD
I I | [ I (D O e O e N e —
MGV-GENOME-0297242:19,809- 37 071 (+)
endolysin (CDS_0030) capH (CDS_0033) 39
31 32 | 34 35 36 3738] 40 41
e W Y I I GO O o 0 ) S, I, 1 7 1 I, I I, B B I
I | I O O T e O e S —
MGV-GENOME-0297412:19,908-37,111 (+)
36 38
30 31 3233 34 35]37]39 40 44
I e W, e 0 o GO O O ) ) O I, I S,
I I [ I N N e | N O 0
MGV-GENOME-0292922:19,740- 34 664( )
Cl-like repressor (CDS_0033)
endolysin (CDS_0030) 37 40
31 32 Tsiss 363839 41 42 43 44
-+ DO O-C T KHCHD-WEDDEOC O
I I D N B . N S O 1 —

SRS051882_al ct22232 vs01: 19,725-36,117 (+)
endolysin (CDS_0030) 37 40

31 32 333435 36]3839] 4142 43

IMGVR_UVIiG_3300045988 074697|3300045988|Ga0495776 014108:19,725-36,238 (+)
endolysin (CDS_0030) 37 40
31 32 33 3435 36]3839] 41 42 43 44

|
|
1

MGV-GENOME-0292122:19,725-36,211 (+)
Cl-like repressor (CDS_0032)
36 39
endolysin (CDS_0031)| 33 34 35] 3738[ 40 41 42

In—
)
|
|

|

|

IMGVR_UViG_3300029332_000114|3300029332|Ga0243782_100641: 19,717-34,683 (+)
42 46
30 3132 333435 36 37 38 39 40 41[434445] 47 48

w
N

IMGVR_UViG_3300045988_080446|3300045988|Ga0495776_155034: 19,732-38,110 (+)
36 40
30 31 3233 34 35[373839[ 41 42

[ — T - — T
MGV-GENOME-0293857:19,732-35,232 (+)

endolysin (CDS_0030) 39
31 32 33 343536 3738] 40 41

|
|
I
|
|
|

. E——
IMGVR_UViG_3300007109_000007|3300007109|Ga0102633_100397: 19,733-35,863 (+)

38
30 31 32 333435 3637] 39 40

MGV-GENOME-0290875: 19,733-34,674 (+)
Cl-like repressor (CDS_0030)
32 34
29 31[33] 35 36 37

i%

IMGVR_ UVIG. 3300045988, 105212|3300045988|Ga0A95776_147741: 18.779-32,006 ()
Cl-like repressor (CDS_0032)

endolysin (CDS_0029) 36 39

27 30 31 33 34 35[3738] 40 41 42 4

o

I
|
|
i

[ ———— N [ — o ]
MGV-GENOME-0293279:18,923-36,372 (+)

endolysin (CDS_0029) Cl-like repressor (CDS_0032) 38

tail protein 30 31 | 3334353637] 39 40 41
), S gy WU N D SO O O o 0 0, O S W W

IMGVR _UViG_3300045988_095114[3300045988|Ga0495776_093047:18,923-36,030 (+)
endolysin (CDS_0030) Cl-like repressor (CDS_0033) 38
31 32 | 34 35 3637] 39 40 41 42

\
|
1
|
i

M\not Diet SRR5088940_NODE 49 _length 44921 cov_18.528997:18, 875 35 752( )
Cl-like repressor (CDS_0033)

endolysin (CDS_0030) 37
24 28 31 32 34 3536] 38 39 40
O PhDL € 1 CEDDBE O D B0
Norman_24 _NODE_7_length_45628_cov_27.888618:19,533-35,399 (+)
38
25  endolysin (CDS_0030) 31 32 33 34 35 36 37T 39 40
D il o ¢ @I DI BEDEITD {DEmmD
MGV-GENOME-0300496: 19,524-37,268 (+)
Cl-like repressor (CDS_0033)
endolysin (CDS_0030)
24 31 32 34 35 36373839 40
D oohDl DO-C ¢ abD B O DL
MGV-GENOME-0291455:19,719-35,580 (+)
37
endolysin (CDS 0029) 30 31 32 33 34 3536] 38 39
O ohDl O CHG-@oDNB O D LB D

MGV-GENOME-0300163: 20,010-36,057 (+)
endolysin (CDS_0029)
30 31 32 3334 35 3637] 39 40

|
|
M
|

IMGVR_UViG_3300045988_027457|3300045988|Ga0495776_138071:20,169-36,562 (+)
endolysin (CDS_0029) Cl-like repressor (CDS_0033) 38
30 31 32 34 35 3637T 39 40

|

|

5
‘

MGV-GENOME-0294024: 20,007-36,205 (+)
endolysin (CDS_0029) 31 37
30 [32 33 34 3536 38 39

|
|
I
|
|
|

IMGVR_UViG_3300045988_025987|3300045988|Ga0495776_100013: 19,540-35,217 (+)

endolysin (CDS_0030)
31 32 33 34353637 38

|
|
I
!
i
\
\

IMGVR_UViG_3300045988_054976|3300045988|Ga0495776_ 148934‘ 19 ,719-33,867 (+)
endolysin (CDS_0029)
BOJSIYNS7N IS8 34T 36 37

|
|
I
0
o
\

IMGVR_UViG_3300045988_011507|3300045988|Ga0495776_094600: 20,010-33,990 (+)
endolysin (CDS_0030) Cl-like repressor (CDS_0034) 39
31 32 33 35 36 37 SST 40 41

|
|
i

MGV-GENOME-0294799:20,173-36,327 (+)
endolysin (CDS_0029) Cl-like repressor (CDS_0034) 39
30 31 32 33 35 363738] 40 41

|

|

I}
:

MGV-GENOME-0295856: 20,007-36,584 (+)
Cl-like repressor (CDS_0033)
endolysin (CDS_0029) 31 39
30 [32 3435 36 3738 40 41

|

|

b
.

I S S S 5 S S — | S ——
MGV-GENOME-0293605: 19,707-36,053 (+)

Cl-like repressor (CDS_0032)
endolysin (CDS_0029) 38
30 31 3334 35 3637 39 40

|

|

b
=

SN NI S S — N N O
MGV-GENOME-0282633:20,007-36,052 (+)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0030)
Cl-like repressor (CDS_0033) 39
endolysin (CDS_0029) 31 32 3435 36 3738[ 40 41

|
|
:
=
|
|

—
IMGVR_UViG_3300029372_000238|3300029372|Ga0243963_100135|27449-73466: 20,005-37,029 (+)

Cl-like repressor (CDS_0033)
endolysin (CDS_0029) 39
30 31 32 3435 36 3738 40 41

|

|

I
8

S B S [ S— N N O S T
MGV-GENOME-0293975:20,007-36,176 (+)

endolysin (CDS_0029) 37
30 31 32 3334 35 36T 38 39

|
|
[
|
|
|
|

——
IMGVR_UViG_3300045988_068797|3300045988|Ga0495776_179680: 20,169-35,869 (+)

peptidase (CDS_0031) 40
24 endolysin (CDS_0030) 32 33 34 3536 37 3839] 41 42

Cl-like repressor (CDS_0033)
endolysin (CDS_0030) 39
31 32 3435 36 3738] 40 41
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MGV-GENOME-0292373:19,554-35,821 (+)

endolysin (CDS_0030) 39
31 32 33 3435 36 3738] 40 41

|
|
1
|
|
|

N E——
IMGVR_UViG_3300045988_043431|3300045988|Ga0495776_093095:19,554-35,821 (+)

endolysin (CDS_0030) 39

31 32 33 34 35 36 3738] 40 41
I 4, S, g W0 WOy I SO S WO 0 W 0, N, SD W/ g D B H—

IMGVR_UViG_3300045988_030650|3300045988|Ga0495776_137803: 20,172-36,407 (+)
Cl-like repressor (CDS_0033) 38
endolysin (CDS 0030) 31 32 34 35 3637] 39 40

[ |

[
|

i#
|

MGV-GENOME-0293897: 20,008-36,169 (+)
endolysin (CDS_0030)
31 32 33 34 35 36 37 3839] 41 42

|
|
I
|
|
=

IMGVR_UViG_3300045988_040158|3300045988|Ga0495776_098389:20,172-37,058 (+)
endolysin (CDS_0029) 38
30 31 32 33 34 35 36 37T 39 40

|
|
i
|
I
a
|

IMGVR_UViG_3300045988_053891|3300045988|Ga0495776_093021:19,708-35,769 (+)
Cl-like repressor (CDS_0032)

endolysin (CDS_0029) 37
30 31 3334 35 36| 38 39
I I | [ N N e O Y

MGV-GENOME-0292258: 20,169~ 35 784 (+)

endolysin (CDS_0030) 40
31 32 33 34 3536 37 3839T 41 42

1
.
o

MGV-GENOME-0324180: 20,007-36,629 (+)
Cl-like repressor (CDS_0032)
endolysin (CDS_0029) 36
30 31 33 34 SST 37 38

|

|

I
=

MGV-GENOME-0295560: 20,004-35,828 (+)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0030)
Cl-like repressor (CDS_0035)
33 41
endolysin (CDS_0029)| 1 32 [34 3637 38 3940] 42 43

,
.
:
4i

L | [ [ [ I i
uvig_169549:19,707-37,250 (+)
Cl-like repressor (CDS_0034)
endolysin (CDS_0030) 32 40
31 [33 3536 37 3839[ 41 42

e I N N SN S SN S
uvig_98955:19,762-35,802 (+)
Cl-like repressor (CDS_0032)
35 38
endolysin (CDS_0029) 30 31 33 34 [3637] 39 40

I IR N S SN SN SN S S N
IMGVR _UViG_2915315223 000005|2915315223|2915315250[170974-216005: 20,172-36,024 (+)
endolysin (CDS_0029) 42
3031 32 3334 35 36 37 38 39 4041] 43 44

I g N | /8 "B §B§ | & | [ [ [— [ "W )
MGV-GENOME-0299792:19,555-37,599 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0030)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0033)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinaseé VanS (NFO33091.0) (CDS_0031)
PD-T4-6_WP_036366335.1 (CDS_0034)
Cl-like repressor (CDS_0038)

36 42
endolysin (CDS_0029)  mads_8 (CDS_0032) 35 [37 39 4041] 43 44
I I S N S . L I ——
uvig 539184:19,540-39,151 (+)
38
endolysin (CDS_0029) 30 31 32 3334 35 36 ZBJT 39 40 42 46 single strand DNA binding protein (CDS_0047)

I I B BN DN S S
IMGVR_UViG_3300045988_081878|3300045988|Ga0495776_092705: 20,007-36,521 (+)
Cl-like repressor (CDS_0032) 38
30 31 | 33 34 353637] 39 40

I I N BN DN DN NN S S S N S S
IMGVR_UViG_3300045988_081786|3300045988|Ga0495776_169989:19,721-34,733 (+)
endolysin (CDS_0029) 42
30 31 32 33 34 35 36 37 38 39 4041[ 43 44

I I N
MGV-GENOME-0316199: 19,545-39,317 (+)
endolysin (CDS_0029) 42
30 31 32 33 34 35 36 37 38 39 4041] 43 44

— — W Ty | — & | |
IMGVR_UViG_3300045988_078759|3300045988|Ga0495776_178476:19,545-39,317 (+)
MADS__mad1 (CDS_0032) 37
endolysin (CDS_0029) 30 31 33 34 35 36T 38 39

i
4‘
I
i

IMGVR_UVIG, 3300045988 06207 1/3300045988|Ga0495 776, 169507: 19.596-36,343 ()
endolysin (CDS _0029) 33
30 3132[ 34 35

\
I
il
1
|
!
|

MGV-GENOME-0311913:20,172- 33 472 (+)
retron_type_VI_hth_cluster2_1 (CDS_0034) Cl-like repressor (CDS_0040) 45
endolysin (CDS_0029) 30 31 3233 35 36 37 38 39 41 42 4344 46 47

SAMNO6164989 a1 ct59454 vs1:20,010-42,621 (+)
36
endolysin (CDS 0029) 30 31 32 33  3435] 37 38

I
IMGVR_UViG_3300045988_064728|3300045988|Ga0495776_093059: 19,549-35,303 (+)

endolysin (CDS_0029) 36
30 31 32 33 3435] 37 38 42

|
|
I
|
|
|

IMGVR_UViG_3300045988_029087|3300045988|Ga0495776_132541: 19,560-34,895 (+)
endolysin (CDS_0029) 36
30 31 32 33 3435 37 38

|
|
I
|
|
|

IMGVR_UViG_3300045988_050792|3300045988|Ga0495776_132708:19,560-34,986 (+)
Cl-like repressor (CDS_0032)
endolysin (CDS_0029) 36
30 31 33 3435] 373839

|

|
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.

MGV-GENOME-0290643:19,560-34,923 (+)
endolysin (CDS_0029) 36
30 31 32 33 34 35T 37 3839

|
|
I
|
|

IMGVR_UViG_3300045988_064301|3300045988|Ga0495776_132595:19,560-34,923 (+)
Control_protein_00002 control (CDS_0035)
endolysin (CDS_0030) 47
313233 34 36 37 38 39 40 41 4243 44 45 46T 48 49

|
|
b

MGV-GENOME-0308576: 20,007-40,401 (+)
endolysin (CDS_0029) 34 tail protein (CDS_0037) 49
30 31 32 33 TSS 36 38 39 4041 42 43 44 45 46 47 48T 50 51

|

|

I
4

MGV-GENOME-0313209: 20,010-42,154 (+)
endolysin (CDS_0031) 39
32 33 3435 36 3738[ 40 41

\
|
I
!
i
|
|

MGV-GENOME-0290154: 19, 723 35 476 (+)
endolysin (CDS_0030) 38
31 32 3334 35 3637[39 40

\
\
B
!
¥
!
|

MGV-GENOME-0290107: 19, 725 35 448 (+)

endolysin (CDS_0030)
31 32 33 34 35 3637 38

\
!
0
!
i
i

IMGVR_UViG_3300045988_080868|3300045988|Ga0495776_055950: 19,734-34,519 (+)
37
28 29 30 31 3233 34 3536] 38 39

MGV GENOME-0292381:18,931- 34631( )
37
2829 30 31 3233 34 35 36T 38 39

MG\/ GENOME-0284022:18,925-34, 148( )

39
30 31 32 33 3435 36 3738]40 41 42
MGV-GENOME-0290684: 19,729-35,817 (+)
39
30 31 32 33 3435 36 3738] 40 41 42

IMGVR_UViG_3300045988_071020|3300045988|Ga0495776_132617:19,729-35,817 (+)
endolysin (CDS_0030) 37 40
31 32 3334 35 36]3839] 41 42

\
\
T
|
i
!
|

IMGVR_UViG_3300045988 086602|3300045988\Ga0495776 012810 19, 735 35 777( )

Cl-like repressor (CDS_0032) 38 40
30 31 | 33 34 353637] 39| 41

IMGVR_UViG_3300045988_064703|3300045988|Ga0495776_169943:19,731-34,877 (+)

Cl-like repressor (CDS_0031) 37 39
28 29 30 32 33 343536] 38| 40

i

|
:
\

MGV-GENOME-0295963: 18,925-34,332 (+)
endolysin (CDS_0030) Cl-like repressor (CDS_0036) 42 44
31 32 33 34 35 37 38 394041 43] 45

|
|
I
I
I
|
.

IMGVR_UVIiG_3300007360.000156|3300007360]Ga0104766_1000521: 19,731-38,200 (+)
endolysin (CDS 0029) 44
30 81 32 33 34 35 3687 388 39 40 41 4243[ 45 46

EEEEESs——— S EE— — N S E—— T
IMGVR_UViG_3300029039_000267|3300029039|Ga0169649_100146|3-49199:19,545-40,148 (+)

endolysin (CDS_0029) 31 39
30 [32 33 34 35 36 3738[40 41

I I I
MGV-GENOME-0295747:19,545-36,514 (+)
endolysin (CDS_0031) 38
32 33 34 35 36 37| 39 40

IR
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IMGVR_UViG_3300006217_000112|3300006217|Ga0081461_1002096: 21,055-35,804 (+)
endolysin (CDS_0029) 36
27 30 31 32 33 34 35[ 37 38 42

I . B R B D DN NN S EE— .
IMGVR UViG_3300029830 000014|3300029830|Ga0245137_100539: 19,064-36,145 (+)
30 31 32 33 34 353637 38

I B S R E—
SRS142503 al_ct24012 vs1:18,730-35,504 (+)
SspD_00001 SspD (CDS_0035)
34
28 29 30 31 32 33] 36 37

I L e e ot el i meL e e ————
MGV-GENOME-0293162: 18,581-35,032 (+)
transcriptional regulator (CDS_0032)
endolysin (CDS_0029) 36
tail protein (CDS_0022) 28 30 31 33 34 35[ 37 38

| I B D .
IMGVR_UViG_3300006143_000031|3300006143|Ga0080706_1000177: 17,386-35,486 (+)
Cl-like repressor (CDS_0031)
endolysin (CDS_0028) 34 36
29 30 32 33 [35] 3738 39

I S I SN SN S N N N O O I e —
uvig_193718: 18,687-35,051 (+)
Cl-like repressor (CDS_0030)
33 35
28 29 31 32 [34] 3637 38

I S I D D B DS S . —
IMGVR_UViG_3300045988 041574|3300045988|Ga0495776_173176:18,687-34,009 (+)
endolysin (CDS_0029) capH (CDS_0032) 36

30 31 333435] 37 38
[ Yy W, 1, 0 O O, SO . 8 . O 0 O, S, WD O 0/
IMGVR_UViG_3300029056_000010|3300029056|Ga0169699_100433: 18,837-34,712 (+)
endolysin (CDS_0029) capH (CDS_0032) 35 37
30 31 33 34 [36] 38 39 40
e O b ¢ a-C ENDEIE I ODIDED
IMGVR_UViG_3300045988_041873|3300045988|Ga0495776_014546: 19,035-35,771 (+)

Cl-like repressor (CDS_0033)
kinase (CDS_0030) 37
amidase (CDS_0029) 31 32 34 35 36T38 39 40

i

|
\
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\

MGV-GENOME-0293445: 18,914-35,486 (+)
Cl-like repressor (CDS_0033)
amidase (CDS_0030) 37
31 32 34 35 36]3839 40

|
|
|
I

MGV-GENOME-0288444: 18,914-34,992 (+)
Cl-like repressor (CDS_0033)
kinase (CDS_0030) 37
endolysin (CDS_0029) | 31 32 34 35 363839 40

i

|
!
10—
o
|
]

IMGVR_UViG_3300045988_067777|3300045988|Ga0495776_157061:18,914-35,486 (+)
Cl-like repressor (CDS_0033)
endolysin (CDS_0030) 7
31 32 34 35 36]3839 40 exonuclease (CDS_0045)

|
|
|
I
|
]

IMGVR_UViG_3300045988_073610|3300045988|Ga0495776_099549: 18,914-35,366 (+)
endolysin (CDS_0030) 37
29 31 32 33 34 35 36[3839 40

- r " |
IMGVR_UViG_3300045988_013795|3300045988|Ga0495776_139827:18,839-35,122 (+)
endolysin (CDS_0028) Cl-like repressor (CDS_0033) 37
25 mREase_IV_00005 Type (CDS_0029) 30 31 32 | 34 35 36[3839 40
L 8 N & & ! | | | | | [ )
IMGVR_UViG_2814123294_000005|2814123294|2814193235[43920-91643:17,546-38,960 (+)
25 Cl-like repressor (CDS_0029) 35

N
(=}

To6 27 28 ] 30 31 32 3334 36 37

IMGVR_UViG_3300045988_041654|3300045988|Ga0495776_173219:17,124-33,227 (+)

Cl-like repressor (CDS_0030)
28 29 31 32 333435 36

!
i
|
I
-
|
il
i

IMGVR_UViG_3300045988 046262|3300045988|Ga0495776_177531:17,528-32,423 (+)
Cl-like repressor (CDS_0034)
endolysin (CDS_0030) 37 39
31 3233 35 36 [38] 40 41 42

|
|
|
't
|

IMGVR_UViG_3300006141_000032|3300006141|Ga0080704_1000086: 17,577-35,833 (+)
endolysin (CDS_0028) 37
29 30 31 32 33 343536] 38 39 40 HEase_00016 homing (CDS_0044)
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. 118, (+)

endolysin (CDS_0030)
drt-UG18 DRT (CDS_0024) 25 31

I.
|

|
b

MGV-GENOME-0265029: 18,728-30,346 (+)
endolysin (CDS_0029)

tail fiber protein (CDS_0023) 30 31
[ S gy W, U W0/ N4 W/ WS W W) W E—

MGV-GENOME-0269845: 18,779-30,580 (+)
28 29

I " S —
MGV-GENOME-0266003: 19,003-28,951 (+)

I
IN

MGV-GENOME-0259940: 19,352-29,414 (+)
endolysin (CDS_0029)

|
|
1
U=
|
|

MGV-GENOME-0268650:20,015-31,059 (+)
endolysin (CDS_0029)

|
|
)
|
‘

MGV-GENOME-0284199:19,719-30,393 (+)
endolysin (CDS_0029)

| w
o

I I N N
MGV-GENOME-0267464:19,549-30,135 (+)
endolysin (CDS_0030)

T 31
[ b ) ) B B e B D B e B

MGV-GENOME-0265789:19,554-30,482 (+)
endolysin (CDS_0029)

|
|
I
|
\

MGV-GENOME-0266441:19,707-30,567 (+)
endolysin (CDS_0030)

|
|
L
|
\

MGV-GENOME-0265155:19,554-30,361 (+)
endolysin (CDS_0029)

|
|
;

MGV-GENOME-0271823:20,004-30,946 (+)

endolysin (CDS_0029)
30 31

\
!
N

MGV-GENOME-0265828:19,546-30,453 (+)
AbiLi-1 AbiLi (CDS_0030)

endolysin (CDS_0029) 31
I I N N N 1
MGV-GENOME-0277675:20,010-32,786 (+)

endolysin (CDS_0030) 31 32

IMGVR_UViG_3300014528_000110|3300014528|Ga0169870.100170[17580-59792: 19,999-32,590 (+)

endolysin (CDS_0029)
30

I R N
MGV-GENOME-0266037:20,169- 30 495 (+)
endolysin (CDS_0030) 31 32

IMGVR_UViG_3300029742_000206|3300029742|Ga0245239_100225[86860-127716: 19,809-32,005 (+)
endolysin (CDS_0029)
30 31 3233

|
|
I

MGV-GENOME-0278306: 20,010-32,931 (+)

endolysin (CDS_0029)
30 31 32 33 34

|
|
[

MGV-GENOME-0303239:19,596-36,374 (+)

endolysin (CDS_0029)
30 31 323334 35

\
\
1
|
e
%

MGV-GENOME-0301804: 19,545-. 33 ,329 (+)
31
30[32

MGV-GENOME-0264684:19,729-29,519 (+)

30 31
S gy WY g O, 0/ D N, /b B R—
MGV-GENOME-0264740: 19,729-29,490 (+)

29 30
[ S E— )y W N T E—

MGV-GENOME-0253688:17,528-27,458 (+)

! b
u
‘N
@

MGV-GENOME-0271918:17,528-27,502 (+)
ABC-type heme transporter (VF0739) (CDS_0033)
Ferrous iron transport (VF0985) (CDS_0032)
SigE (VF0295) (CDS_0031)
‘ Lmb (VF0275) (CDS_0034)

endolysin (CDS_0029) 30 35 36 37

|

|

|

I

| |
i
!

|

|

SAMEA1906535_al ct166696 vs1:18,915-38,014 (+)
9000 nt i
DNA, RNA and nucleotide metabolism lysis other tail transcriptionregulation unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)
— I L]




