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54 55  ADP-ribosylglycohydrolase (CDS_0056)
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54 ADP-ribosylglycohydrolase (CDS_0055)
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DNA methyltransferase (CDS_0056) 59 portal protein (CDS_0002)
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IMGVR_UViG_3300045988_081786|3300045988|Ga0495776_169989:35,576-42,934 (+)
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terminase small subunit (CDS_0042)
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terminase small subunit (CDS_0056)
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terminase small subunit (CDS_0051)
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terminase small subunit (CDS_0054)
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terminase large subunit (CDS_0058) 59
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endonuclease (CDS_0045) single strand DNA binding protein (CDS_0048)
exonuclease (CDS_0046) 49 52 DNA primase (CDS_0053)
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DNA, RNA and nucleotide metabolism head and packaging other transcription regulation unknown function
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