RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0062)
DnaC-like helicase loader (CDS_0049) 63 67
50 51 52 53 54 55 5657 58 5960 61 Te4 65 66 6869 70 71 72 7374 75
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MGV-GENOME-0277721:29,197-41,776 (+)
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57 58 6061 62 63 64 65
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MGV-GENOME-0251174:29,226-36,929 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0068)
DNA methyltransferase (CDS_0058)
49 52 54 56 57 59 6061 62 63 64 6566 67 69 71 72
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uvig 250299:29,213-39,167 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0067)
Lar-like restriction alleviation protein (CDS_0055) DNA methyltransferase (CDS_0060)
Druantia_ll_DruM (CDS_0059)
5051 52 54 56 57 58 | 6162 63 64 65 66 68 70 71
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uvig 571226:29,926-42,041 (+); 1-3,322 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0066)
Lar-like restriction alleviation protein (CDS_0055)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0059)
54 56 57 58 6061 62 63 64 65 67
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IMGVR_UViG_3300045988_048977|3300045988|Ga0495776_027666:30,010-42,068 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0067)
Lar anti-RM (AP1S033) (CDS_0055)  RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0060)
52 54 T 56 57 58 59 6162 63 64 65 66 68

I e~ ——————————— Sty o e M)
IMGVR_UViG_3300045988 070345|3300045988|Ga0495776 002571:30,304-42,473 (+); 1- 3322( )
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0067)
Lar anti-RM (APIS033) (CDS_0055)  RM_Type_lI_Type_ll_MTases FAM_2 (CDS_0060)
54 56 57 58 59 6162 63 64 65 66 68
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SAMEA2737800_al_ct23047:29,710-41,877 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0071)
RM _Type_Il_Type_ll_MTases FAM_2 (CDS_0062)
MTase_l1_00030 Type (CDS_0064)
63 65 66 67 68 69 70
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56 57 58 59
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SAMEA2580272 al ct20936:29,946-43,694 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0071)
RM_Type_ll_Type_ll_MTases FAM_ 2 (CDS_0062)
MTase_lI_00030 Type (CDS_0064)
56 57 58 59 60 61 63 65 66 67 68 69 70 72
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IMGVR_UViG_3300039328_000025|3300039328|Ga0169860_00374:30,025-43,775 (+); 1-3,328 (+)
53 55 5657 58 59 60 61 62 63 64 65 66

e —
MGV-GENOME-0271533:30,256-40,583 (+); 1-3,322 (+)
Lar-like restriction alleviation protein (CDS_0055)

phosphoadenosine phosphosulfate reductase (CDS_0059)
54 | 56 57 58 60 61 62 63 64 65
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uvig_172257:30,161-40,543 (+); 1-3,322 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0074)
HNH endonuclease (CDS_0066)
MTase_|1_00157 Type (CDS_0061) T 68
49 55 57 58 59 60 6263 64 65 6716970 71 7273 76
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IMGVR _UViG_3300045988_041681|3300045988|Ga0495776_018622:29,765-42,850 (+); 1-3,325 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0061)
57
52 54 55 56T58 59 60 62
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uvig 12916:29,534- 36 155 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0070)
RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0061)
64
52 53 54 56 5758 59 60 62 63 T6566 67 68 69 7172 73 74 4
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MGV-GENOME-0279172: 30,043-42,069 (+); 1-3,743 (+)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0062)
64
54 56 5758 59 60 61 63 T65 66 67 68 69 71
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IMGVR_UViG_3300045988_052051|3300045988|Ga0495776_027521:30,813-42,007 (+)
53 54 55 57

I -
SAMNO0791902_a1_ ct99899 ' vs1:30,813-34,535 (+)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0066)
68
59 6061 62 63 64 65 67 T69 70 71 72 73
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MGV GENOME 0279626:30,911-42,157 (+); 1-3,636 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0072)
RM _Type_ll_Type_ll_MTases_FAM_2 (CDS_0064)
56 59 61 62 63 65 66 67 68 6970 71 73 2 3
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MGV-GENOME-0276997:31,073-41,629 (+); 1-3,840 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0069)
RM _Type_ll_Type_ll_MTases_FAM_2 (CDS_0064)
58 59 60 61 62 63 65 66 67 68 70 71
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uvig 202744:32,504-41,881 (+); 1-3,636 (+)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0062)
DNA methyltransferase (CDS_0064)
‘ letA_00002 (CDS_0065) 71

53 57 58 5960 61 63 \ 6667 68 69 707273 74
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MGV-GENOME-0285068: 30,254-43,185 (+); 1-3,322 (+)
RM _Type_ll_Type_|ll_MTases_FAM_2 (CDS_0061)
DNA methyltransferase (CDS_0063)
‘ letA_00002 (CDS_0064) 70

RusA-like Holliday junction resolvase 56 57 5859 60 62 \ 6566 67 68 69 T 7172 73
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IMGVR_UViG_3300045988 048891|3300045988]Ga0495776_019480:30,135-43,117 (+); 1-3,322 (+)
6000 nt {
DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC)
I

anti-defence (dbAPIS) AMR (AMRFinderPlus)




