
MGV-GENOME-0276997: 13,237-25,055 (+)

22 23 24 25 26 27 28 29 30
holin (CDS_0031)

endolysin (CDS_0032) 33 34 35
capH (CDS_0036)

uvig_250299: 12,727-23,943 (+)

25 26 27 33

IMGVR_UViG_3300045988_042291|3300045988|Ga0495776_112294: 12,733-23,408 (+)

25 26 27 32

uvig_202744: 13,038-23,630 (+)

26 27 28

MGV-GENOME-0251174: 12,726-23,352 (+)

25 26 27 28

MGV-GENOME-0277721: 12,726-23,236 (+)

25 26 27 28

uvig_266764: 12,725-23,960 (+)

25 26 27 28 29

MGV-GENOME-0271533: 13,841-24,377 (+)

25 26 27 28

SAMN00791902_a1_ct99899_vs1: 14,232-25,167 (+)

28 29

uvig_222018: 14,154-24,129 (+)

28 29

MGV-GENOME-0279626: 14,154-24,129 (+)

28

uvig_12916: 13,860-23,751 (+)

27

IMGVR_UViG_3300045988_041681|3300045988|Ga0495776_018622: 12,731-24,449 (+)

25 26 27 28 29

MGV-GENOME-0285068: 13,068-24,743 (+)

26 27 28 29 30

MGV-GENOME-0285819: 13,244-25,650 (+)

27 28 29 30 31

SAMEA2580272_a1_ct20936: 12,732-24,507 (+)

26 27 28 29

IMGVR_UViG_3300039328_000025|3300039328|Ga0169860_00374: 12,732-24,991 (+)

26 27 28 29 endolysin (CDS_0032)

uvig_115452: 12,732-24,562 (+)

26 27 28 29 30

4000 nt

lysis tail unknown function defence (PADLOC)


