
IMGVR_UViG_3300029784_000011|3300029784|Ga0243806_1000840: 35,881-42,334 (+)

44 45

phosphofructokinase (CDS_0046)

47 48 49
oMTase_00015 orphan (CDS_0050)

51 52 53 54 55
nucleoside 2-deoxyribosyltransferase (CDS_0056)

57 58 59 60

MGV-GENOME-0289766: 35,532-42,063 (+)

oMTase_00015 orphan (CDS_0047) 48 49 51 52

MGV-GENOME-4421165: 24,990-31,505 (+)

45 46 47 53 54

IMGVR_UViG_3300045988_076220|3300045988|Ga0495776_010066: 35,547-42,321 (+)

50 51 52 53 55 56 57

uvig_416212: 33,777-40,940 (+)

oMTase_00015 orphan (CDS_0039) 40 42 43 44 51

MGV-GENOME-0290948: 35,206-38,891 (+)

42 oMTase_00015 orphan (CDS_0047) 48

IMGVR_UViG_3300045988_075567|3300045988|Ga0495776_086413: 35,125-38,031 (+)

47

SAMN11252291_a1_ct10717: 35,443-43,582 (+)

46 48 49 50
anti-repressor (CDS_0052)

transposase (CDS_0053) 54 55

MGV-GENOME-0286036: 35,240-42,438 (+)

44 45 46 47 51 52 59 anti-RM (APIS097) (CDS_0060)

3000 nt

DNA, RNA and nucleotide metabolism integration and excision other transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS)


