Holliday junction resolvase (CDS_0049)
phosphofructokinase (CDS_0045)
oMTase_00015 orphan (CDS_0047) anti-RM (AP1S097) (CDS_0061)
43 44 | 46 48 | 50 5152 53 54 55 56 57 58 59 60 62 1 portal protein (CDS_0002)

MGV GENOME-0290948: 35 616-44,495 (+); 1-3,687 (+)
42 4344 45 46 47 48 49 50 51

uvig 416212:35,710-42,514 (+)
48 50 51 53 55 56 57 5859 60 62
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IMGVR_UViG_3300045988_076220|3300045988|Ga0495776 010066 37,579-44,487 (+); 1-3,704 (+)
nucleoside 2-deoxyribosyltransferase (CDS_0054)
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uvig_366255:35,950-44,421 (+); 1-3,672 (+)
nucleoside 2-deoxyribosyltransferase (CDS_0051)
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MGV-GENOME-4421165:25,342-33,812 (+)
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MGV-GENOME-0289766: 35,884-44,224 (+); 1-3,705 (+)
48 49 50 51 52
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uvig 581328:35,617-42,806 (+); 1-3,693 (+)
anti-repressor Ant (CDS_0053)
47 5051 transposase (CDS_0054) 55 56 57 58
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uvig_597895:37,175-45,860 (+); 1-3,680 (+)
anti-repressor (CDS_0052) nucleoside triphosphate pyrophosphohydrolase (CDS_0056)

transposase (CDS_0053) 54 55 57
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SAMN11252291 al ct10717:37,075-45,738 (+)
5000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision other transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS)
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