
MGV-GENOME-0168057: 16,761-22,920 (+)

18 19 20 21 22
holin (CDS_0023)

24

Control_protein_00002 control (CDS_0025)

toxin (CDS_0026)
27

toxin-antitoxin system HicB-like (CDS_0028)

transposase (CDS_0029) 30

SAMN06164415_a1_ct4050_vs1: 15,160-24,497 (+)

Reverse transcriptase
Hoc-like head decoration (CDS_0017) endolysin (CDS_0020) 23

Control_protein_00002 control (CDS_0024)

toxin (CDS_0025)
toxin-antitoxin system HicB-like (CDS_0026)

transposase (CDS_0027) 28 29 30

MGV-GENOME-0172791: 16,738-23,589 (+)

24
Control_protein_00002 control (CDS_0025)

26 27 28 transposase (CDS_0029) 30 31

MGV-GENOME-0129700: 13,333-18,163 (+)

20
Control_protein_00002 control (CDS_0021)

22 23 24 DNA binding protein (CDS_0025)

MGV-GENOME-0165652: 16,123-21,382 (+)

23
Control_protein_00002 control (CDS_0024)

25 26 27 transposase (CDS_0028)

MGV-GENOME-0143757: 2-5,152 (-)

transposase (CDS_0001)234
Control_protein_00002 control (CDS_0005)

6

MGV-GENOME-0178294: 16,769-24,414 (+)

23
Control_protein_00002 control (CDS_0024)

25 26 27 transposase (CDS_0028)
DNA binding protein (CDS_0029)

30 31 32 33 34

MGV-GENOME-0194830: 16,738-27,057 (+)

24
Control_protein_00002 control (CDS_0025)

26 27 28 29 30 31 32 33 34 35 36 37

MGV-GENOME-0168994: 13,294-19,563 (+)

15 16 20

MGV-GENOME-0134766: 15,665-18,704 (+)

24

uvig_206367: 6,652-14,928 (+)

tail protein (CDS_0010) 11 RT_III-AM_III-B_2 (CDS_0012) 16

MGV-GENOME-0145075: 16,761-19,874 (+)

23

MGV-GENOME-0117564: 2-3,245 (-)

12

MGV-GENOME-0153905: 14,565-19,742 (+)

23
Control_protein_00002 control (CDS_0024)

25 transposase (CDS_0026)

MGV-GENOME-0181767: 16,756-24,940 (+)

24
Control_protein_00002 control (CDS_0025)

26 27 28 29 30 31 32

MGV-GENOME-0166837: 16,746-22,754 (+)

25 26 27 28 29

4000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover tail unknown function defence (DefenseFinder)

defence (PADLOC)


