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anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0043)
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Ral anti-RM (APIS009) (CDS_0049)
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46 47 48 transcriptional repressor (CDS 0051)
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Erf recombination cofactor Arf (CDS_0043)
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TemPhD_cluster_47893:31,901-37,244 (+)
Kil protein for bacterial septation inhibition (CDS_0029)
21 22 23 24 endonuclease (CDS_0026) 31 32
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TemPhD_cluster_42249:21,030-29,399 (+)
PDC-M24B_WP_194058944.1 (CDS_0039)
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TemPhD_cluster_14181:24,146-31,716 (+)
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TemPhD_cluster_29909: 24,146-31,334 (+)
Kil protein for bacterial septation inhibition (CDS_0032)
Clll anti-termination (CDS_0033)
24 25 26 27 recombinase (CDS_0031) 34 35
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TemPhD_cluster_36245:22,603-31,726 (+)
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TemPhD_cluster_21693:25,317-30,245 (+)

HNH endonuclease (CDS_0034)
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TemPhD_cluster_42538:22,850-27,609 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0030)
DEDDh_I_II_III_IV_V_VI_1 (CDS_0029) 35 36

TemPhD_cluster_60974:22,000-28,426 (+)

Kil protein for bacterial septation inhibition (CDS_0048)
Erf recombination cofactor Arf (CDS_0047)
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