
TemPhD_cluster_24216: 31,838-37,649 (+)

42

Abc2 anti-RecBCD (APIS020) (CDS_0043)

Erf-like ssDNA annealing protein (CDS_0044)

Kil protein for bacterial septation inhibition (CDS_0045)

CIII anti-termination (CDS_0046)
superinfection exclusion (CDS_0047)

48

anti-termination protein N-like (CDS_0049)

50 51
CII-like transcriptional activator (CDS_0052)

tail protein (CDS_0053)

TemPhD_cluster_59457: 31,300-37,614 (+)

HNH endonuclease
DEDDh_I_II_III_IV_V_VI_1 (CDS_0042)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0043)

superinfection exclusion (CDS_0047)
48

TemPhD_cluster_31585: 31,211-38,059 (+)

39 40
superinfection exclusion (CDS_0046)

47 48 HNH endonuclease (CDS_0049)

TemPhD_cluster_35115: 31,211-38,055 (+)

superinfection exclusion (CDS_0046)
47

TemPhD_cluster_29162: 30,086-36,934 (+)

superinfection exclusion (CDS_0045)
46 47 48

Ral anti-RM (APIS009) (CDS_0049)

transcriptional repressor (CDS_0051)
retron_type_VI_hth_cluster2_1 (CDS_0052)

TemPhD_cluster_59462: 31,110-37,889 (+)

superinfection exclusion (CDS_0044)
45 46 47 Ral anti-RM (APIS009) (CDS_0048)

TemPhD_cluster_47893: 31,901-37,244 (+)

Erf recombination cofactor Arf (CDS_0043)
Kil protein for bacterial septation inhibition (CDS_0044)

superinfection exclusion (CDS_0046)
HNH endonuclease (CDS_0047)

Ral anti-RM (APIS009) (CDS_0048)

49

TemPhD_cluster_42249: 21,030-29,399 (+)

21 22 23 24 endonuclease (CDS_0026)
Kil protein for bacterial septation inhibition (CDS_0029)

31 32

TemPhD_cluster_14181: 24,146-31,716 (+)

33 34 35 36 38
PDC-M24B_WP_194058944.1 (CDS_0039)

40 41 42

TemPhD_cluster_24589: 24,146-31,896 (+)

33 34 35 36

TemPhD_cluster_29909: 24,146-31,334 (+)

33 34

TemPhD_cluster_36245: 22,603-31,726 (+)

24 25 26 27 recombinase (CDS_0031)

Kil protein for bacterial septation inhibition (CDS_0032)
CIII anti-termination (CDS_0033)

34 35

TemPhD_cluster_21693: 25,317-30,245 (+)

36 37 38 39

TemPhD_cluster_42538: 22,850-27,609 (+)

32 33
HNH endonuclease (CDS_0034)

35

TemPhD_cluster_60974: 22,000-28,426 (+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0029)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0030)

35 36

TemPhD_cluster_29034: 30,986-38,781 (+)

queuine tRNA-ribosyltransferase (CDS_0041)
42 44

Erf recombination cofactor Arf (CDS_0047)
Kil protein for bacterial septation inhibition (CDS_0048)

49 50 51
HNH endonuclease (CDS_0052)

53 CII-like transcriptional activator (CDS_0057)

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC) anti-defence (dbAPIS) tRNA pseudogene


