ClI-like transcriptional activator (CDS_0053)
anti-termination protein N-like (CDS_0050) replication initiation protein (CDS_0056)
tail protein (CDS_0054) transcriptional regulator (CDS_0062)
51 52 \ 55 HEase_00016 homing (CDS_0057) 58 59 60 61 NinG/Rap DNA junction specific endonuclease (CDS_0063)

i
1
1

|
TemPhD_cluster_31585:35,791-43,802 (+)
Kil protein for bacterial septation inhibition
superinfection exclusion (CDS_0046)
Clll anti-termination (CDS_0045) replication initiation protein (CDS_0054)
47 53 HEase_00016 homing (CDS_0055) 56

:‘
%

N — NN N S I — N
TemPhD_cluster_35115:34,110-43,798 (+)

replication initiation protein (CDS_0055)
54 56 57 58 59 60

I — I NN N S . ;| | ]| I
TemPhD_cluster_24216:33,650-43,812 (+)
CllI-like transcriptional activator (CDS_0053)
retron_type_VI_hth_cluster2_1 (CDS_0052)
Ral anti-RM (APIS009) (CDS_0049) ‘ replication initiation protein (CDS_0056)
46 47 48 T transcriptional repressor (CDS_0051) 55 57

N — N —— I I D E— I I
TemPhD_cluster_29162:32,647-41,869 (+)

retron_type_VI_hth_cluster2_1 (CDS_0051)

47 50 Cll-like transcriptional activator (CDS_0052)

I _—
TemPhD_cluster_59462:33,671-42,824 (+)
CllI-like transcriptional activator (CDS_0053)
49 54 55 56 57

. — L I —— -
TemPhD_cluster_47893:33,712-42,869 (+)
4000 nt i
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS)
I —_—

pseudogene
I



