102 103 104 105 106 107 108 109 110  LigA(VF1220)(CDS_0111) 112 113

MGV-GENOME-0379286:93,021-103,324 (+)

O
!

—
uvig_550520:80,021-89,660 (+)
123 124

MG\/ GENOME-0380120: 103 499-113, 753( )
123 124 LigA (VF1220) (CDS_0127) 130

|

MG\/ GENOME-0380026: 103 499-114, 162( )
926 97 102

uvig_ 453408 81,915-91,670 (+)
134 132 131

MGV-GENOME- 0379981 101 539-114,192(-)
5000 nt i

unknown function  virulence (VFDB)

126



