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MGV-GENOME-0263312:23,148-28,879 (+)
31

—— — —
MGV-GENOME-0258934:23,014-28,310 (+)

31 SoFic__SoFic (CDS_0032) 33

IMGVR_UViG_3300045988_100202|3300045988|Ga0495776_071073:22,849-31,927 (+)

31
I N |
MGV-GENOME-0254194:21,933-26,850 (+)

31 36 37 exonuclease

—— — — ——
MGV-GENOME-0259070: 23,159-28,730 (+)

retron_type_VI_hth_cluster2_1 (CDS_0043)
transcriptional repressor (CDS_0036)
31 32 33integrase (CDS_0034) 35 37 38 394041 42 44 45
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uvig 435493 : 21 930-35,058 (+)
retron_type_VI_hth_cluster2_1 (CDS_0041)
31 32 33 34 35 36 373839 40 42 43

E4

IMGVR UVIG_: 3300045988 _054868|3300045988|Ga0495776_172388:21,930-34, 346( )
retron_type_VI_hth_cluster2_1 (CDS_0041)
31 32 33 34 35 36 373839 40 | 42 43

SAMEA2737768_ b1 ct36_vs2:23,148-35,461 (+)
retron_type_VI_hth_cluster2_1 (CDS_0040)
31 32 33 34 35 363738 39 | 41 42

IMGVR _UViG_3300045988_054603|3300045988|Ga0495776_186914:23,148-34,437 (+)
retron_type_VI_hth_cluster2_1 (CDS_0041)
31 32 33 34 35 36 373839 40 | 42 43

I |
IMGVR_UViG_3300029415_000123|3300029415|Ga0243378_1000252|7835-53567:23,148-35,557 (+)
retron_type_VI_hth_cluster2_1 (CDS_0041)
retron_type_VI_hth_cluster2_1 (CDS_0037)
31 32 33 34 35 36 | 3839 40 | 42 43

—r —— —————————— —————— [ —— ]
IMGVR_UViG_3300045988_034300|3300045988|Ga0495776_170124:23,014-34,471 (+)

retron_type_VI_hth_cluster2_1 (CDS_0042)
31 32 33 34 35 36 37 38 39 40 41 | 43 44

————r— ——— —————— 1— |
IMGVR_UViG_3300029522_000201|3300029522|Ga0244835_1000223|7362-54258: 23,146-37,002 (+)

retron_type_VI_hth_cluster2_1 (CDS_0041)

transcriptional repressor (CDS_0032)
30 31 333435 36 373839 40 42 43 44

|
|
|
o

- —— | — — ————
Minot_Diet_SRR5088939_NODE_35_length_43004_cov_8.093739:21,615-33,168 (+)

retron_type_VI_hth_cluster2_1 (CDS_0041)
32 33 3435 36 373839 40 | 42 43

IMGVR_UViG_3300045988_021755|3300045988|Ga0495776_055908: 23,168-33,796 (+)
retron_type_VI_hth_cluster2_1 (CDS_0041)
31 32 33 3435 36 373839 40 T 42 43

MGV-GENOME-0301245: 23,000-35,181 (+)
retron_type_VI_hth_cluster2_1 (CDS_0042)
tail protein (CDS_0022) Lar anti-RM (APIS033) (CDS_0036)
23 24 25 26 30 31 32 333435 37 383940 41 43 44
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IMGVR_UViG_3300045988 049359|3300045988IGaO495776 157885:16,877-31,927 (+)
6000 nt !
DNA, RNA and nucleotide metabolism integration and excision lysis tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)
— —_—




