endonuclease single strand DNA binding protein (CDS_0053)
exonuclease (CDS_0051) 52 DNA polymerase (CDS_0054) DNA primase (CDS_0055) 56 57 58 59 60 61 62 63

!
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IMGVR_UViG_3300029522_000201|3300029522|Ga0244835_1000223|7362-54258: 37,372-46,295 (+)

MGV-GENOME-0263312:29,249-38,432 (+)

38 39 DNA polymerase (CDS_0043) 44 46 47

N 1 N — . e A
IMGVR_UViG_3300045988_100202|3300045988|Ga0495776_071073:31,694-40,820 (+)

47 DNA methyltransferase (CDS_0048) 51 52

MGV-GENOME-0275097:29,843-39,635 (+)

41 DNA methyltransferase (CDS_0042)

s I
MGV-GENOME-0254278:26,644-36,012 (+)

RM_Type_ll_Type_ll_MTases_FAM_3 (CDS_0041)

MGV-GENOME-0254194:26,617-35,986 (+)
3000 nt {
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