minor tail protein (CDS_0017) tRNA-Tyr(GTA)
tail length tape measure protein (CDS_0015) head protein (CDS_0018) holin (CDS_0025) transcriptional repressor (CDS_0032)
13 14 16 | 1920 21 222324 | 26 | 27 28 29 30 31 33 34
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IMGVR UVIG_3300029820_000095|3300029820|Ga0245026_101192: 8,877-26,036 (+)
holin (CDS_0023)
head protein (CDS_0017) 1819 20 2122 | 24 25 2627

uvig 260653:8,316-24,640 (+)
head protein (CDS_0018) 1920 21 22232425 26 31

IMGVR_UViG_3300029136_000271|3300029136|Ga0168747_100381|3033-36647:8,881-23,717 (+)
holin (CDS_0022)  transposase (CDS_0025)

head protein (CDS_0017) 1819 20 21T 23 26
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SAMN10407347_a1_ct9339:8,314-24,049 (+)

holin (CDS_0028)
tail length tape measure protein (CDS_0015)  head protein (CDS_0019) 20 21 22 23 24 25 2627T 29
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IMGVR_UViG_3300029570_000123|3300029570|Ga0244916_100788:8,865-24,551 (+)

tail fiber protein (CDS_0019) holin (CDS_0027)
head protein (CDS_0018) 20 21 2223 24 2526 | 28
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IMGVR_UViG_3300029497_000012|3300029497|Ga0244216_100464:8,865-24,806 (+)

endolysin (CDS_0021)
holin (CDS_0024)
head protein (CDS_0018) 19 20 2223 [ 25

—— I S N BN S S ——
uvig_170660:8,943-23,558 (+)

holin (CDS_0024)
head protein (CDS_0018) 1920 21 2223 | 25 26 27 28 29 a1

- . — IS S S —— .
IMGVR_UViG_3300029484_000014|3300029484|Ga0244116_100600:8,881-28,605 (+)

head protein (CDS_0018) 1920 21 22 23

IMGVR_UViG_3300007742_000443|3300007742|Ga0105758_1000573|7230-38979:8,863-22,662 (+)
head protein (CDS_0018) 1920 21 22

IMGVR_UViG_3300008479_000394|3300008479|Ga0114883_1000710[6298-37767:8,863-22,382 (+)

holin (CDS_0023)
head protein (CDS_0018) 1920 21 22T 24 25

IMGVR_UViG_3300029218_000214|3300029218|Ga0168718_100156|31268-64814:8,886-23,649 (+)
holin (CDS_0022)
head protein (CDS_0017) 1819 20 21| 23 24

I S
IMGVR_UViG_3300029112_000014|3300029112|Ga0168820_100705:8,321-23,800 (+)

CheA/CheY (VFO794) (CDS_0026)
endolysin (CDS_0021)
" holin (CDS_0023)
head protein (CDS_0018) 1920 | 22 [ 24 25

27
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virion structural protein (CDS_0018)holin (CDS_0024)

major tail protein (CDS_0011) 15 16 1920 21 2223T 25 26
— [ — —  — ———— — ——— " BT ——— — —— [}

IMGVR_UViG_3300045988_129314|3300045988|Ga0495776_161149:7,694-23,418 (+)

transcriptional repressor (CDS_0028)
head protein (CDS_0017) 1819 20 21 22 23 24 31

IMGVR_UViG_3300029430_000420|3300029430|Ga0243922_100411|3-31887:8,304-23,949 (+)
RelE-like toxin (CDS_0023)
endolysm (CDS_0026)
25 holin (CDS_0028)
247 | 27] 29 35 36 37

head protein (CDS_0021) 22

Minot_Diet_ SRR5088941_NODE _63_length_33425 _cov_79.818250: 9,658-25,545 (+)
virion structural protein (CDS_0017)

MGV-GENOME-0205861:8,316-19,121 (+)
PD-Lambda-1_WP_005960421.1 (CDS_0037)
holin (CDS_0025) FS_Sma_Sma (CDS_0035)
head protein (CDS_0018) 1920 21 222324T 26 27 2829 30 31 32 33 36
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uvig_312736:8,880-31,122 (+)
holin (CDS_0024)
head protein (CDS_0017) 18 19 20 2122237 25 26 27 28 34
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uvig_56577:8,317-26,281 (+)

capH (CDS_0021)
virion structural protein (CDS_0017) 18 20 2223 24
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MGV-GENOME-0201149:8,324-20,173 (+)

8000 nt {
head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (DefenseFinder)
— L]

defence (PADLOC) virulence (VFDB) tRNA tmRNA pseudogene
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