
uvig_172764: 35,006-40,292 (+)

61 62 63 64 65 66 67 68 69 70 71 72 73 74 75 76 77 78

MGV-GENOME-0324372: 15,542-20,828 (-)

3637

uvig_282756: 53,181-59,916 (+)

ADP-ribosylglycohydrolase (CDS_0065) 69 70 71 73 74 75 76 83 84

MGV-GENOME-0362943: 62,065-69,430 (+)

metal-dependent phosphohydrolase (CDS_0078) 86 87 88 89 90 91 MazG-like pyrophosphatase (CDS_0097)

MGV-GENOME-0353997: 58,842-66,210 (+)

83 84 85 86 87 MazG-like pyrophosphatase (CDS_0093)

IMGVR_UViG_3300029068_000031|3300029068|Ga0169188_10039|20863-99296: 51,733-59,158 (+)

75 80 81 82 83 84

MGV-GENOME-0328027: 30,692-38,117 (+)

64 65 66 67 68 74

MGV-GENOME-0350323: 53,017-60,220 (+)

76 77 78 79 80

MGV-GENOME-0355800: 60,052-67,709 (+)

83 84 85 86 87 88

uvig_102011: 53,704-61,361 (+)

77 78 79 80 81 82

MGV-GENOME-0348388: 14,159-20,521 (-)

2631323334354041

MGV-GENOME-4431962: 55,923-63,790 (+)

83 84 85 86 90 93

uvig_48959: 37,472-44,482 (+)

68 69 70 71

MGV-GENOME-0355305: 61,380-68,610 (+)

82 86 87 88 89 90 91 92

uvig_84195: 35,379-41,561 (+)

66 67 68 69

IMGVR_UViG_3300014793_000004|3300014793|Ga0134407_1000142: 64,652-70,087 (+)

89 90 92 93 94 95

uvig_127601: 52,835-59,361 (+)

78 79 80 81 82

OTU_321: 61,144-67,181 (+)

88 89 90

Shkoporov_2019_SRR9161576_NODE_5_length_82531_cov_219.504244: 60,236-67,084 (+)

86 87 88 89

MGV-GENOME-0332457: 37,420-44,127 (+)

66 72 73 74

uvig_44357_: 37,247-43,952 (+)

66 67 68

uvig_434326: 60,632-67,359 (+)

87 88 89

OTU_357: 62,302-68,363 (+)

88 89 90

MGV-GENOME-0355702: 62,390-68,675 (+)

89 90 91 92

MGV-GENOME-0337873: 41,678-47,666 (+)

76 77 78

uvig_539737: 35,269-41,578 (+)

68 69 70 71

MGV-GENOME-0322247: 31,841-37,828 (+)

65 66 67

MGV-GENOME-4430709: 47,460-53,481 (+)

79 80 81 82

MGV-GENOME-0335609: 39,568-45,778 (+)

62 63 64 65 66 67

MGV-GENOME-0358879: 56,554-65,641 (+)

83 84 85 86 87 88 89 90 95

uvig_509999: 61,393-70,477 (+)

84 85 86 87 88 89 90 91

uvig_440975_: 63,645-72,249 (+)

88 89 90 91 92 93 94 95

MGV-GENOME-0333022: 35,728-44,763 (+)

66 67 68 69 70 71 72

uvig_543057: 64,221-71,176 (+)

90 91 92 93 95

OTU_347: 60,626-67,582 (+)

87 88 89 90 91

MGV-GENOME-0322663: 32,275-38,356 (+)

60 62 64

uvig_52254: 11,687-17,767 (-)

30

uvig_49655: 67,647-76,352 (-)

102103104ATP-dependent DNA ligase (CDS_0110)DNA helicase (CDS_0111)

MGV-GENOME-0354399: 57,758-66,463 (+)

80 81 82

MGV-GENOME-0353251: 56,326-64,961 (+)

71 77 78 80

MGV-GENOME-0305670: 28,420-36,658 (+)

59 60 61 62 63 68tRNA splicing ligase (CDS_0069) 70 71

uvig_184937: 59,742-66,497 (+)

85 91

MGV-GENOME-0355094: 61,187-67,172 (+)

80 86 87 88 91

MGV-GENOME-0309624: 28,537-35,329 (+)

DNA ligase (CDS_0051) 57 58 59

IMGVR_UViG_3300045988_147910|3300045988|Ga0495776_118155: 59,408-64,375 (+)

81 82

uvig_59810: 25,780-33,801 (+)

55
56

57 tRNA splicing ligase (CDS_0063)
tRNA splicing ligase RtcB (CDS_0064)

3000 nt

DNA, RNA and nucleotide metabolism other unknown function


