
Shkoporov_2019_SRR9161557_NODE_5_length_84991_cov_112.372174: 71,132-78,192 (+)

100 101 102 103 104 105 106 107 108 109 110 111 112 113 114 115 exonuclease

uvig_282756: 63,719-70,438 (+)

96 97 98 99 102 103

MGV-GENOME-0357765: 72,558-79,810 (+)

104 105 111 112 113

uvig_543057: 74,373-81,456 (+)

114 115 116 119

IMGVR_UViG_3300007806_000005|3300007806|Ga0105890_100151: 68,781-75,230 (+)

103 104 105

MGV-GENOME-4433273: 55,081-61,530 (+)

85 86 87 88

MGV-GENOME-0344578: 45,059-51,511 (+)

90 91

MGV-GENOME-0328481: 44,580-51,029 (+)

85 86 87

MGV-GENOME-0309624: 39,351-45,800 (+)

80 81

uvig_172764: 43,171-50,306 (+)

91 92 93

MGV-GENOME-0324372: 5,528-12,663 (-)

131415

IMGVR_UViG_3300029068_000031|3300029068|Ga0169188_10039|20863-99296: 63,211-69,496 (+)

106 107 108

uvig_184937: 70,728-77,157 (+)

104 105 109 110 111

MGV-GENOME-0282424: 4,442-11,239 (-)

9121314

MGV-GENOME-0304399: 569-6,166 (-)

156

MGV-GENOME-0305670: 32,759-40,793 (+)

66 67 68
tRNA splicing ligase (CDS_0069)

70 74 75 76 82

MGV-GENOME-0322663: 41,366-47,993 (+)

83 84 85

uvig_52254: 2,050-8,677 (-)

91011

uvig_102011: 64,584-71,497 (+)

103 104 105

MGV-GENOME-0350323: 63,438-71,084 (+)

101 102 103 106

MGV-GENOME-0318711: 36,343-44,670 (+)

71 77 78 79 80

SAMN06164942_a1_ct3908: 69,583-77,372 (+)

104 105 106 107

MGV-GENOME-0362729: 70,452-79,553 (+)

110 111 112 115

MGV-GENOME-0362943: 70,815-79,841 (+)

110 111 112

uvig_49655: 57,280-66,472 (-)

81828386

MGV-GENOME-0354399: 67,638-76,830 (+)

101 102 103

MGV-GENOME-0353997: 68,506-76,230 (+)

106 107 108

MGV-GENOME-0333022: 46,273-53,931 (+)

89 90 91

uvig_48959: 46,939-54,685 (+)

89 90 91

uvig_440975_: 74,313-81,625 (+)

111 112 113

MGV-GENOME-0348388: 3,309-11,150 (-)

38101112

MGV-GENOME-0341584: 4,425-11,093 (-)

81114

MGV-GENOME-0339522: 50,725-57,394 (+)

86

MGV-GENOME-0336005: 44,410-52,361 (+)

88 91

MGV-GENOME-0354849: 68,961-76,304 (+)

107

MGV-GENOME-0355005: 66,979-73,684 (+)

105 107 108

IMGVR_UViG_3300045988_152775|3300045988|Ga0495776_152766: 66,156-74,971 (+)

108 transposase (CDS_0109) 110

3000 nt

DNA, RNA and nucleotide metabolism integration and excision unknown function


