
uvig_282756: 30,905-35,949 (+)

26 27 28 29 30 31 32 33 34
tRNA-Phe(GAA)

35 36 37 38

MGV-GENOME-0328027: 9,376-14,192 (+)

20 23

MGV-GENOME-0343808: 39,708-43,625 (+)

47 51

MGV-GENOME-0309624: 8,867-12,786 (+)

22

OTU_295: 40,250-44,495 (+)

48

MGV-GENOME-0335880: 13,680-18,300 (+)

28 32

MGV-GENOME-0355370: 39,429-44,049 (+)

48 52

uvig_84195: 14,131-18,750 (+)

29

MGV-GENOME-0310894: 37,219-41,838 (-)

76

uvig_434326: 38,844-44,003 (+)

42 47

MGV-GENOME-0349817: 29,084-33,299 (+)

32 33

MGV-GENOME-0346889: 39,394-43,611 (+)

43 45

MGV-GENOME-0357765: 39,928-45,350 (+)

49 transposase (CDS_0050) 51

IMGVR_UViG_3300014806_000268|3300014806|Ga0134388_1000061|576-84788: 40,433-45,670 (+)

48 52 54 RNA-dependent RNA polymerase (CDS_0055)

MGV-GENOME-0352928: 40,760-45,815 (+)

51

MGV-GENOME-0353978: 38,952-44,032 (+)

47

Shkoporov_2019_SRR9161576_NODE_5_length_82531_cov_219.504244: 38,823-43,607 (+)

40 41 46

uvig_540394: 35,300-41,282 (+)

42

uvig_282992: 36,299-42,498 (+)

41

uvig_184937: 40,558-45,342 (+)

47 50 54

uvig_49655: 7,889-12,311 (-)

222328

MGV-GENOME-0354399: 38,194-43,225 (+)

43 44 49

2000 nt

DNA, RNA and nucleotide metabolism integration and excision transcription regulation unknown function tRNA pseudogene


