
MGV-GENOME-0346889: 37,587-41,433 (+)

33 34 35 36 37 38 39 40 41 42 43 44

MGV-GENOME-0309624: 6,764-10,131 (+)

15 20

uvig_543057: 40,317-45,762 (+)

transposase (CDS_0044) 45

OTU_295: 37,157-41,513 (+)

34 35 36 41

MGV-GENOME-0328027: 6,136-10,638 (+)

10 16

uvig_196866: 36,455-41,225 (+)

34 38 42

IMGVR_UViG_3300007806_000005|3300007806|Ga0105890_100151: 34,616-39,556 (+)

31 32 33 37

MGV-GENOME-0349817: 23,880-30,644 (+)

18 19 20 21 22 26

MGV-GENOME-0348388: 42,055-46,401 (-)

83

MGV-GENOME-0333022: 11,749-16,095 (+)

20

uvig_509999: 35,664-41,618 (+)

transposase (CDS_0035) 39

MGV-GENOME-0351716: 29,100-33,446 (+)

32

uvig_102011: 28,942-33,718 (+)

30 33 36

uvig_49655: 9,352-14,648 (-)

222328

MGV-GENOME-0354399: 35,857-41,153 (+)

38

uvig_398177: 35,912-40,647 (+)

33 38 41

uvig_151202: 10,955-15,228 (+)

20

MGV-GENOME-0335342: 9,974-14,184 (+)

18 21 22

2000 nt

integration and excision unknown function


