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OTU_357:33,556-38,540 (+)
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MGV-GENOME-0346174:11,520-26,826 (+)
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MGV-GENOME-0310894:41,957-46,944 (-)
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MGV-GENOME-0355504: 35,411-39,735 (+)
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IMGVR_UViG_3300014793_000004|3300014793]|Ga0134407_1000142: 34,122-41,070 (+)
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uvig 196866:34,564-39,271 (+)
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MGV-GENOME-0354399: 33,683-38,937 (+)
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uvig_184937:34,845-40,197 (+)
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IMGVR_UViG_3300029068_000031|3300029068|Ga0169188_ 10039|20863 992% 21, 755 29 756 (+)
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uvig 543057:37,471-41,207 (+)
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MGV-GENOME-0328027:1,772-9,253 (+)
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30 31 transposase (CDS_0035)
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uvig 509999:33,355-39,082 (+)
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MGV-GENOME-0371810:35,781-39,477 (+
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IMGVR_UViG_3300045988_168704|3300045988|Ga0495776_008383:34,555-38,551 (+)

MGV-GENOME-0353251:34,151-37,967 (+)
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integration and excision unknown function




