
IMGVR_UViG_3300027542_000776|3300027542|Ga0209064_1000458|42473-91859: 40,938-49,385 (+)

49
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0050)

51 52 53

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0054)

55 56 57 58 59 60
DNA methyltransferase (CDS_0061)

62

IMGVR_UViG_3300006137_000004|3300006137|Ga0080699_1000305: 40,313-49,324 (+)

48 51 54 55 56 57

uvig_537545: 41,240-50,787 (+)

56 57 58 59 60 64

uvig_252984: 46,567-55,932 (+)

57 58

MGV-GENOME-0276684: 32,176-41,565 (+)

40 41 42 43

MGV-GENOME-0342064: 40,870-50,125 (+)

50 51 52 53

IMGVR_UViG_2883843030_000003|2883843030|2883843040|370064-418594: 39,271-48,531 (+)

50 54 55 56 57

IMGVR_UViG_3300035427_000117|3300035427|Ga0247187_00137|3960-48977: 36,015-45,017 (+)

HEase_00016 homing (CDS_0046) 50 51 52 54

MGV-GENOME-0308140: 38,285-49,258 (+)

43 44 48 49 50

4000 nt

other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


