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uvig_245424: 14,618-17,933 (+)
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uvig_277093: 16,877-23,425 (+)

Hoc-like head decoration
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retron_type_VI_hth_cluster2_1 (CDS_0027)
transposase (CDS_0028) 29

MGV-GENOME-0180142: 3-10,782 (-)
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pyrophosphatase (CDS_0002)

34567891011
DNA binding protein (CDS_0012)
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retron_type_VI_hth_cluster2_1 (CDS_0014)
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MGV-GENOME-0154354: 14,391-21,065 (+)

Control_protein_00002 control (CDS_0021)

22 23 24
transposase (CDS_0025)

DNA binding protein (CDS_0026)
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MGV-GENOME-0145131: 131-5,511 (-)

transposase (CDS_0001)2345

MGV-GENOME-0198036: 17,997-27,626 (+)

Control_protein_00002 control (CDS_0024)
25 26 27 28

DNA binding protein (CDS_0029)
30 31 32 33

DNA methyltransferase (CDS_0034)
35 36

MGV-GENOME-0179273: 17,473-24,552 (+)
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Control_protein_00002 control (CDS_0024)

25
retron_type_VI_hth_cluster2_1 (CDS_0026)
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MGV-GENOME-0136654: 2-3,242 (-)

1

MGV-GENOME-0132067: 3-5,285 (-)

167
Hoc-like head decoration (CDS_0008)

4000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision other tail unknown function defence (PADLOC)


