6 7 8 9 tail fiber protein (CDS_0010) 11 12 13 14 15 16 17 18 19

I — ——
MGV-GENOME-0302524: 6,225-22,520 (+)

(I N ——
MGV-GENOME-0355004: 6,291-22,076 (+)
8 13 14 15

I — - — O ——— E———
IMGVR_UViG_3300023498_000004|3300023498|Ga0257046_100155: 6,228-22,283 (+)

12

I — ——
MGV-GENOME-0317541: 6,228-21,250 (+)
8 1112 13

(N [ A
MGV-GENOME-0357561:6,227-20,559 (+)
1213 14

S WS T W S— W W—
IMGVR_UVIG_3300045988_065189|3300045988|Ga0495776_030396: 6,225-22,273 (+)

12 13
0 S S Y, W W, W W——
IMGVR UVIG_3300045988 015727|3300045988|Ga0495776_006623: 6,656-21,838 (+)

12

L
MGV-GENOME-0346608: 6,666-21,644 (+)
121314

s I i S [ S ——— | E—— —
OTU_9583:6,659-22,152 (+)

13
121415
e A NN N | —
uvig_510392: 6,659-22,112 (+)
15
121314]

r—r— ———————— —— —— —  — ———————— ———— — — &} — 1 — ———— ——— 1 ————————— 1 ]
IMGVR_UViG_3300045988_040973|3300045988|Ga0495776_006148: 6,663-22,250 (+)
12

o e
IMGVR_UViG_3300045988_066373|3300045988|Ga0495776_096299: 6,656-21,575 (+)
12 13 14

r— 0  —  —— —————————— ———— ]
IMGVR_UViG_3300045988_079394|3300045988|Ga0495776_159474: 6,658-22,609 (+)

I —
OTU.289:6,659-21,984 (1)
1213 14

— —
uvig 526424:6,659-22,153 (+)
12

I I — I
IMGVR_UViG_3300045988_011018|3300045988|Ga0495776_078495:7,692-22,214 (+)

12
I, B, B O, Wy WO W W W—
MGV-GENOME-0352295: 6,666-21,789 (+)

12

————r— —— —————————————  —— | — E—
IMGVR_UViG_3300045988_049559|3300045988|Ga0495776_006585: 6,659-21,490 (+)

12

— — —
uvig 312477:6,661-21,777 (+)
———

uvig 490110_:6,659-21,163 (+)
———
MGV-GENOME-0356029: 6,662-21,396 (+)
— —r— ) —————— ——————————]
IMGVR_UViG_3300045988_054119|3300045988|Ga0495776_096446:6,663-21,421 (+)

———
MGV-GENOME-0352974: 6,666-21,084 (+)
11 13

——— I E—— I S E—
MGV-GENOME-0356230: 6,668-21,325 (+)

12

N S —
MGV-GENOME-0342970: 6,668-21,270 (+)

e e S E— R
uvig_338339: 6228 21,089 (+)

12

—— — N —— — —
uvig 338874:6,656-21,264 (+)

I I —
MGV-GENOME-0354961:6,666-21,364 (+)

———
MGV-GENOME-0340980: 6,659-21,450 (+)
11 13

I - | _—— ]
uvig 189323:6,666-21,419 (+)

I I —
MGV-GENOME-0355761:6,673-21,344 (+)

— — —
MGV-GENOME-0356133:6,656-21,276 (+)

r— _—— _ —  — — ——— ———————— ————
IMGVR_UViG_3300045988_047071|3300045988|Ga0495776_019222: 6,660-22,215 (+)
IMGVR_UViG_3300045988_030078|3300045988|Ga0495776_006392: 6,663-21,568 (+)
— — —

MGV-GENOME-0356202: 6,668-22,286 (+)

— 0 ]
IMGVR_UViG_3300030124_000023|3300030124|Ga0238575_10002: 6,665-21,257 (+)
———

MGV-GENOME-0356487: 6,660-21,514 (+)

——r—— ——— ——— ————————]
IMGVR_UViG_3300045988_031380|3300045988|Ga0495776_006139: 6,660-21,514 (+)
12 13 14

——— I I N — S — —
MGV-GENOME-0357353: 6,659-22,603 (+)

12 13

— 9 — —— ————————— ——— —— ——— ;' §} — — —— ——————— | |
IMGVR_UViG_3300045988_016707|3300045988|Ga0495776_117980: 6,647-22,010 (+)

12 13 14

e e A
IMGVR_UVIG_3300045988_014342|3300045988|Ga0495776_006186: 6,660-22,393 (+)
12 13 14

——— I — —
MGV-GENOME-0357022: 6,759-22,315 (+)

12 13
e

——— I —— —
MGV-GENOME-0346768: 6,660-21,658 (+)

12 13 14

e
IMGVR_UViG_3300045988_022428|3300045988|Ga0495776_006097: 6,657-22,136 (+)
10 11 121314

———
MGV-GENOME-0342192: 3,689-19,636 (+)

12 14
JEEREE
1 s S N N S S E—
uvig_8684:6,659-21,982 (+)
13
12 14

MGV-GENOME-0346126: 6,659-21,743 (+)
12 13 14

— — — —— E— — —
MGV-GENOME-0311135:6,659-22,549 (+)

14
12 13 [ 15

N I —
MGV-GENOME-0354616:6,659-22,590 (+)

13
12714

I I —
uvig_165928: 6,659-21,809 (+)
12 13

——— — S — E— —
MGV-GENOME-0351571: 6,659-21,890 (+)

12

——— T ——— — —
MGV-GENOME-0342181:6,656-21,473 (+)

12 13

——r— 1}
IMGVR_UViG_3300045988_015663|3300045988|Ga0495776_039888:7,687-22,997 (+)

I
IMGVR_UVIG_3300045988_009275|3300045988|Ga0495776_006088: 6,659-22,148 (+)
11 12 13

I — — —
MGV-GENOME-0340943: 6,232-21,849 (+)
11 12

I E— ——
MGV-GENOME-0338582: 6,228-21,514 (+)

I —
OTU.292:6,707-21,708 (1
1213 14

———
MGV-GENOME-0301737: 6,658-22,211 (+)
12 13

| e ——
MGV-GENOME-0347044: 6,656-21,983 (+)
12 13

] N —— | — —
uvig_546603:6,681-22,435 (+)

12 13 1415

— —r— ——————— ———————————— I S —— E—
IMGVR_UViG_3300045988_069055|3300045988|Ga0495776_059217:6,659-22,641 (+)

12 13 14

—— ) ———————}
IMGVR_UViG_3300045988_014376|3300045988|Ga0495776_039697:6,659-22,216 (+)

e e |
IMGVR_UVIG_3300045988_029387|3300045988|Ga0495776_006080: 6,662-22,197 (+)
12 13 14

— —— I I —— | ——
MGV-GENOME-0357449: 6,663-22,185 (+)

12 13 14 15

| I —
MGV-GENOME-0355799: 6,659-22,594 (+)
1213 14

I N —
MGV-GENOME-0357569: 6,660-22,182 (+)

12 1314
1 e A I | I E—
uvig 543181:6,656-22,153 (+)

12 13

e L ———————————————— " > S —
IMGVR_UViG_3300045988_025230|3300045988|Ga0495776_171901: 6,658-21,806 (+)
12 13 14

— ——r— ]
IMGVR_UViG_3300045988_023890|3300045988|Ga0495776_008667: 6,664-22,039 (+)

e A
IMGVR_UVIG_3300045988_048442|3300045988|Ga0495776_171838: 6,659-21,987 (+)
12 13 14

| N —
uvig_572477:6,675-22,675 (+)
1213 14

N S —
MGV-GENOME-4432316:6,659-21,881 (+)
13
12]14 15

I N —
MGV-GENOME-0355894: 6,660-22,245 (+)
12
T13 14

S A —
uvig_96274:6,659-22,020 (+)
13
121 14

e e
IMGVR_UVIG_3300045988_037804/3300045988|Ga0495776_006158: 6,666-22,138 (+)
12 1314 15

———r—  —— ——— —— ————— — — ¢ —— — ——— ] ———————— ]
IMGVR_UViG_3300045988_073300|3300045988|Ga0495776_006190: 6,663-22,560 (+)

1213 14

N S —
IMGVR_UViG_3300045988_040873|3300045988|Ga0495776_096503: 6,666-22,546 (+)

12 13 14
e N R S N S ———_—
IMGVR_UViG_3300045988_042481|3300045988|Ga0495776_031521:6,672-22,645 (+)

12 13

e e—————————— | ]
UV|g_270932 6,663-22,089 (+)

12 13 14

| I —
MGV-GENOME-0355638: 6,663-22,317 (+)
1213 14

———
MGV-GENOME-0356465: 6,656-22,191 (+)
1213 14

L e e e e o ————————————rer e e ]
IMGVR_UViG_3300045988 049958|3300045988|Ga0495776 006549:6,666-22,089 (+)

12

T13 14

———
MGV-GENOME-0306221: 6,666-22,108 (+)

12 ] 14

- — — 1 ———]
uvig 301312:6,667-22,245 (+)

—— —
uvig_104787:6,659-22,049 (+)

15
12 1314 | 16

———
MGV-GENOME-0355636: 6,666-22,485 (+)

uvig_ 248651 6666 22,355 (+)

MGV-GENOME-0327136: 6,667-22,177 (+)

| I —
MGV-GENOME-0346769: 6,659-22,041 (+)
1213 14

_ | I—
uvig_275310: 6,667-22,163 (+)
12 13 14 15

¢ ——§ —— —— ——— — | |
uvig_181115:6,659-22,538 (+)

12 13 14

— — — I S E— —
MGV-GENOME-0341694: 6,663-22,603 (+)

12 13 14

———
IMGVR_UViG_3300045988_040983|3300045988|Ga0495776_006236: 6,760-22,698 (+)
12 13 14 15

s S NS S S S [ — —
IMGVR_UViG_3300045988 093581|3300045988|Ga0495776_008591: 6,666-22,653 (+)

12 13 14

IMGVR_UViG_3300029514_000009|3300029514|Ga0244787_100257: 6,663-22,692 (+)
13
12]14 15

—— ) —————————
IMGVR_UViG_3300045988_009448|3300045988|Ga0495776_006606: 6,779-22,253 (+)

———r— ) —————————]
IMGVR_UViG_3300045988_013191|3300045988|Ga0495776_006211:6,659-22,020 (+)
12 13 14 15

MGV-GENOME-0356648: 6,666-22,632 (+)

IMGVR_UViG_3300045988_027837|3300045988|Ga0495776_019205: 6,659-21,957 (+)

| I —
MGV-GENOME-0857475: 6,663-22,675 (+)
12 13 14 15

———
MGV-GENOME-0343031: 6,660-22,604 (+)

——
uvig 252283: 6662 22,021 (+)
12 13 14 15

—— — N S S —— —
MGV-GENOME-0357079: 6,658-22,572 (+)

44
Tas as

I —
MGV-GENOME-0344988: 23,048-37,422 (+)
12 13 14 15

——r— ——————— ———————]
IMGVR_UViG_3300045988_014485|3300045988|Ga0495776_059307: 6,659-22,622 (+)

12 13 14
| — - I | S E—
MGV-GENOME-0342977: 6,661-22,434 (+)

12 13 14

— — — I N —— E— E—
MGV-GENOME-0330392: 6,659-22,596 (+)

12 13 14 15

L
MGV-GENOME-0341823: 6,659-22,598 (+)
1213 14

e S B S — W=
IMGVR_UViG_3300045988_048539|3300045988|Ga0495776_039829: 6,661-22,126 (+)

12 13 14 15

——— 0 —————————— ————«~§¢ —§ — — ——— — | —————————— ]
uvig 193616:6,666-22,534 (+)

| I —
MGV-GENOME-0349394: 6,659-21,989 (+)
1213 14

I —
MGV-GENOME-0346022: 6,666-22,172 (+)
12
T13 14

e e
IMGVR_UVIG_3300045988_008287|3300045988|Ga0495776_136708: 6,788-22,179 (+)
1213 14

| —
uvig_85019: 6,672-22,216 (+)
12 13 14

N I —
uvig 492140 : 6,666-22,356 (+)
12 13 14

r— - " ]
IMGVR_UViG_3300045988 013298|3300045988|Ga0495776_019164: 6,659-22,566 (+)
12 13 14 15

I | O S — —
IMGVR_UViG_3300045988_057302|3300045988|Ga0495776_019157:6,658-22,572 (+)

12 13 14
| I — | - ¢} — |
uvig 568941:6,656-22,536 (+)

12 1314 15

| — —
uvig_313367: 6,659-22,627 (+)
12 13 14

——— —— N [ S S — —
MGV-GENOME-0304045: 6,656-22,381 (+)

12 13 14 15

el ———————————————— PS5t )
IMGVR_UViG_3300045988_029790|3300045988]Ga0495776_006156:6,666-22,654 (+)
12 13 14 15

——— I I ——— E— R
IMGVR_UViG_3300029712_000003|3300029712|Ga0245206_100415: 6,659-22,697 (+)

12 13 14

s S O SO S s S [ — —
IMGVR_UViG_3300045988_014418|3300045988|Ga0495776_008390: 6,666-22,188 (+)

12 13

— ——
uvig 553787:6,659-21,927 (+)

15
1213 14 | 16
N I — LN | I
uvig 142621:6,659-22,641 (+)
1213 14

| — —
uvig_497767:6,658-22,240 (+)

r— 0 — ————————— — ——————— ]
IMGVR_UViG_3300045988 048068|3300045988|Ga0495776_006116:6,659-22,733 (+)

MGV-GENOME-0342374: 6,661-22,198 (+)
14
1213 15

r—r—— — " — —  ———— — ————— ———————§"~"§p — — ——— ——J ————————— ]
IMGVR_UViG_3300045988_031660|3300045988|Ga0495776_059224:6,659-22,247 (+)

12 1314 15

L e ——
MGV-GENOME-0357454: 6,681-22,653 (+)
12 1314 15

e s e RSN [ S S ——
IMGVR_UViG_3300045988_039371|3300045988|Ga0495776_039922: 6,660-22,327 (+)

1213 14

" —— ——— — p —— — ———— ——— | ]
uvig 271015:6,666-22,327 (+)

12 13

— — —
uvig 82183:6,658-22,243 (+)
12 13 14 15

uvig_ 158479 6,666-25,232 (+)
1213 14

—y — — — — 1 ———— ]
MGV-GENOME-0347265: 6,658-22,295 (+)

tail fiber protein (CDS_0010) 1314 15

— —— —
uvig 103787:6,659-21,991 (+)

12 13

— - ]
IMGVR_UViG_3300045988_023812|3300045988|Ga0495776_059348: 6,659-22,071 (+)

I —
OTU_277:6,656- 21 ,998 (+)

——
MGV-GENOME-0357943:7,573-22,589 (+)

13
12 14 15

— N O — —
uvig_117405:6,659-22,071 (+)

N S —
MGV-GENOME-0342813: 6,658-22,096 (+)

11 T13 14

I — — —
MGV-GENOME-0354497: 6,232-21,984 (+)

MGV-GENOME-0352288: 6,228-22,264 (+)

11 12 ] 14

(N [ —
MGV-GENOME-0356718: 6,227-22,207 (+)
11 12 ] 14

I E——— S S E———
MGV-GENOME-0357551: 6,227-22,207 (+)

11 12 13 14 18

IMGVR_UViG_3300045988_056684|3300045988|Ga0495776_059114: 6,225-23,588 (+)
11 12 13 14

—rr———— — — | —— —— ——— — | "]
uvig_176115:6,227-22,602 (+)

11 12 13 14 15

e S S e e e e S — —
OTU _239: 6227 22,593 (+)

11 12 13 14

| I N —
uvig_521498:6,225-23,572 (+)
5 tail fiber protein (CDS_0010) 11 12 13 14

(N [ I —
MGV-GENOME-0356328:5,017-22,586 (+)
tail fiber protein (CDS_0010) 11 12 13

— /" — ] S e E— e E— —
MGV-GENOME-0355111:5,020-22,184 (+)

tail fiber protein (CDS_0010) 11 12 13

N N S —
IMGVR_UViG_3300045988_095303|3300045988|Ga0495776_039755:5,017-22,172 (+)
11 12 13 14 15

I — — —
uvig_81002:6,228-22,621 (+)
11 12 13 14 15

I E——— . —— E— E—
MGV-GENOME-0353971:6,228-21,773 (+)

11

(N [ I —
IMGVR_UViG_3300014797_000002|3300014797|Ga0134414_1000076: 6,226-20,979 (+)
11

I — ——
MGV-GENOME-0357060: 6,225-22,090 (+)
11 12

I —— E———
MGV-GENOME-0355387:6,227-21,292 (+)

11 12

——
SRS042966_al ct16757_vs01:6,229-21,146 (+)

11 1213 14

I — ——
uvig_321206:6,230-22,767 (+)
11 1213 14

I ———
MGV-GENOME-0313421:6,227-22,208 (+)
11

I E—— —
MGV-GENOME-0336009: 6,228-21,221 (+)
11 12 13

(N S S —
uvig 230063: 6,225-21,523 (+)
11 12 T 14 15

(N I
uvig_554775:6,228-22,178 (+)
7 12 13 14 15

e S I i S S E— —
uvig 246706: 6230 22,657 (+)

uwg 507279 6228 21,983 (+)

7 13 ] 15

— E— — —
MGV-GENOME-0357452: 6,227-22,220 (+)

|
uwg 73450 6,228-22 003( )

_— N N —
IMGVR_UViG_3300045988_037562|3300045988|Ga0495776_006505: 6,235-21,438 (+)
12 13 14 15

I S N S
IMGVR _UViG_3300045988 058999|3300045988|Ga0495776_006049:5017-22,639 (+)
tail fiber protein (CDS_0010) 1314 15

| I N —
IMGVR_UViG_3300029751_000003|3300029751|Ga0168701_100097: 6,229-22,135 (+)
1213 14

— 0 — " ———— " J—]|
IMGVR_UViG_3300045988_033005|3300045988|Ga0495776_039827:6,227-21,179 (+)
tail fiber protein (CDS_0010) 12 13 14 15

I E——— O I S — E——
IMGVR_UViG_3300039361_000011[3300039361|Ga0169254_00056: 6,230-22,706 (+)

12 13 14 15

(N I A —
IMGVR_UViG_3300045988_046610|3300045988|Ga0495776_005989: 6,218-22,638 (+)

14
tail fiber protein (CDS_0010) 11 13 T 15
| e e e . N
IMGVR_UViG_3300045988_074829|3300045988|Ga0495776_059251:6,227-21,588 (+)
13
Tia 15

I e s
IMGVR_UViG_3300029018_000002|3300029018|Ga0169593_100099: 6,228-21,964 (+)

14
13 | 15
(N [ -_— I
MGV-GENOME-0357214: 6,227-21,588 (+)
15
10 tail collar fiber protein (CDS_0011) 13 14T 16

E
!
}

MGV-GENOME.0356433: 6.231-22.699 (+)
15
1314 16

E
!
}

IMGVR UVIG 3300045988 010028]3300045988|Ga0A95776 039815: 6,231.22,753 (+)
15
1314 | 16

i
!
}

Vi, 153515: 6,228 22,639 (1)
12 13 14 15

I E— — —
MGV-GENOME-0357080: 6,225-22,614 (+)

(N I —
uvig_257468: 6230 22,080 (+)
tail fiber protein (CDS_0010) 13 14

T ———
uvig_170428:6,228-22,012 (+)

(N [ R —
IMGVR_UViG_3300045988_014330|3300045988|Ga0495776_006180: 6,229-22,393 (+)

13
10 T14 15

:

MGV-GENOME-0356153: 6.236-22,086 (1)
14
12 137115

I E— — —
MGV-GENOME-0355196: 6,229-21,229 (+)
12

| I —
IMGVR_UViG_3300045988_031004|3300045988|Ga0495776_005998: 6,229-21,341 (+)
4241 40 39 38 tail fiber protein (CDS_0037) 35

uvig 4862:27,762-42,851(-)

11 13 14

| S I —
MGV-GENOME-4432476:6,228-22,190 (+)
tail fiber protein (CDS_0010)

IMGVR_UViG_3300045988_022070|3300045988|Ga0495776_059185:5,010-21,336 (+)
10 tail fiber protein (CDS_0011)

MGV-GENOME-0357304:5,007-22,095 (+)
tail fiber protein (CDS_0010)

[ I S —
IMGVR_UViG_3300014769_000003|3300014769|Ga0134404_100068: 5,010-22,230 (+)
tail fiber protein (CDS_0010) tail fiber protein (CDS_0011)

[ S S —
uvig_246348:5,007-22,180 (+)
tail fiber protein (CDS_0010) 11

e I e s S A N S — | S—
uvig_291932:5,010-22,179 (+)

tail fiber protein (CDS_0010) 11

———§y | ——— T —— [ ——— —————— ————————————— I S R —— E—
IMGVR_UViG_3300014783_000003|3300014783|Ga0134390_100149:5,010-22,445 (+)

tail fiber protein (CDS_0010)

[ N
IMGVR_UViG_3300045988_030028|3300045988|Ga0495776_136910:5,010-21,067 (+)
tail fiber protein (CDS_0056)

r— ' —— — — ————§ — ————— | ]
IMGVR_UViG_3300007210_000004|3300007210|Ga010335%_100183: 33,680-47,728 (+)

12 13 14 18 19 21

| I —
MGV-GENOME-0356155: 6,656-23,320 (+)
DNA polymerase (CDS_0022)

12 13 14 15 20 21 HNH endonuclease

I I —
MGV-GENOME-0333095: 6,663-25,255 (+)

12 13 14 17

tail fiber protein (CDS_0010) 1112 13

_ [N I —|
uvig_43381:5,013-18,728 (+)
tail fiber protein (CDS_0010) 11
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tail fiber protein (CDS_0010)

MGV-GENOME-0349276:5010-14,743 (+)

13 14 15
S, W WU W— T W W S—
MGV-GENOME-0356976:6,139-21,852 (+)

12 13 14 16

|

IMGVR UVIG 3300045988 _061617|3300045988|Ga0495776_006007: 6,236-22,930 (+)
12 13 14
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1213 14

I
|

uvig 113371: 6236 22,458 (+)
1213 14
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67 ,557 (+)

—
MGV-GENOME-0354980:7,572-24,529 (+)

—
MGV-GENOME-0323694:7,581-25,566 (+)

I —
MGV-GENOME-0357858:7,577-25,614 (+)

15 16

T e S S S e R R e —
IMGVR_UViG_3300045988_033062|3300045988|Ga0495776_006397:7,573-24,873 (+)

12 13 14 15 17 18

———
MGV-GENOME-0340839: 6,663-23,457 (+)

head maturation protease (CDS_0003)
terminase large subunit (CDS_0001) | major head protein (CDS_0005)
portal protein (CDS_0002) 6 7 8 9 tail fiber protein (CDS_0010) 11

MGV-GENOME-0306877:1-21,773 (+
head maturation rotease (CDS_0003)
termlnaselar e subunit (CDS_0001) | major head rotein (CDS_0005)
portal protein (CDS_0002) 6 7 8 9 tail fiber protein (CDS_0010)

e ) s s e S | — E—
MGV-GENOME-0313483:1-20,552 (+)

14 tail protein (CDS_0018)
12 13 T15 16 20

I I —
MGV-GENOME-0359703: 6,656-27,174 (+)
tail protein (CDS_0011) 12 13 14 15

(N S N —
IMGVR_UViG_3300045988_025350|3300045988|Ga0495776_116469: 6,232-27,948 (+)

[N
N

——
MGV-GENOME-0335133: 1-4,857 (+)

1 2

—
MGV-GENOME-0335967:1-5,931 (+)

1011

uvig_5327583:10,413-17,357 (+)

©
v

MGV-GENOME-0341271:53,888-66,705 (-)
2345

L et e
uvig 185963: 2-7,404 (+)
12 1314
I "]
SAMN10290226 al ct11424 vs1:13,973-21934 (+)

87 868584

MGV-GENOME-0340482:53,232-61,193 (-)

‘ ‘ |
N

uvig 193896:14,631-21,234 (+)
35
36 | 34

e — | — —
MGV-GENOME-0285894:23,558-31,013 (-)

23 4

Uvig_116208: 2-7.244 (1)
8 9 10

MGV-GENOME-0292562:9,700-17,117 (+)
3837 36

e —— —
uvig 338758:24,907-32,558 (-)

2 3 4

GV-GENOME-0324618:2-6,208 (+)
1 3 4

2

uvig_194998:3-7,504 (+)

tail fiber protein (CDS_0001)

MGV-GENOME-0349537:1-12,163 (+)

o)
-

MGV-GENOME-0330500:51,272-59,321 (-)
1 23 4

-
uvig_54505: 3-6,411 (+)

123

S —— — |
GV-GENOME-0324973:2-5,580 (+)
2

= <

MGV-GENOME-0342781:89-5,333 (+)
89 88

———
MGV-GENOME-0333917:55,915-61,229 (-)

3

IS
O}

I E—
MGV-GENOME-0346691:1,740-9,697 (+)

89 88 87

uvig 499209:55516-63,410 (-
36 35

uvig_503892: 25,528-33,180 ()
91 88
T9089 | 87

I I S ——
uvig_324811:53,467-59,501 (-)
4 6 10 11 12 13 14 16

N S S S—
IMGVR_UViG_3300006463_000004|3300006463|Ga0100176_1000025:4,520-25,480 (+)
tail fiber protein (CDS_0011) 12 13 15 20 21

i

IMGVR_UViG_3300007361_000006|3300007361|Ga0104787_100140: 9,032-24,773 (+)
8000 nt i
DNA, RNA and nucleotide metabolism head and packaging tail unknown function
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