
uvig_203891: 1-6,815 (+)

DarB-like antirestriction (CDS_0001) 2
RusA-like Holliday junction resolvase (CDS_0003)

4 5 6 7

uvig_27985: 1-6,767 (+)

DarB-like antirestriction (CDS_0001) 2

IMGVR_UViG_3300029124_000001|3300029124|Ga0169224_1000057: 45,956-56,656 (+)

48 49 50 51 52 53 54 exonuclease (CDS_0055) 56

MGV-GENOME-0299548: 15,011-23,630 (+)

HNH endonuclease
exonuclease (CDS_0022)

SbcD-like subunit of palindrome specific endonuclease (CDS_0024)

exonuclease (CDS_0025)

uvig_422890: 9,537-18,624 (+)

SbcD-like subunit of palindrome specific endonuclease (CDS_0014)
DarB-like antirestriction (CDS_0015) HEase_00016 homing (CDS_0016)

IMGVR_UViG_3300045988_028477|3300045988|Ga0495776_096612: 52,483-62,652 (+)

55 56 exonuclease (CDS_0060) 61

MGV-GENOME-0341623: 32,737-42,672 (+)

exonuclease (CDS_0044)

MGV-GENOME-0357047: 52,643-62,634 (+)

60 61

IMGVR_UViG_3300045988_033212|3300045988|Ga0495776_048832: 46,815-57,593 (+)

47 exonuclease (CDS_0051) 52

MGV-GENOME-0338761: 31,132-41,681 (+)

exonuclease (CDS_0044)

MGV-GENOME-0356189: 51,980-62,708 (+)

59 60

IMGVR_UViG_3300045988_031380|3300045988|Ga0495776_006139: 51,985-63,049 (+)

exonuclease (CDS_0061) HEase_00016 homing (CDS_0062)

MGV-GENOME-0308666: 17,072-27,481 (+)

exonuclease (CDS_0030) HEase_00016 homing (CDS_0031)

IMGVR_UViG_3300045988_049483|3300045988|Ga0495776_059175: 52,028-63,167 (+)

exonuclease (CDS_0059) 60

MGV-GENOME-0352346: 44,729-55,244 (+)

exonuclease (CDS_0048) 49

MGV-GENOME-0356653: 52,760-63,852 (+)

63 64

IMGVR_UViG_3300045988_023845|3300045988|Ga0495776_117927: 47,208-57,875 (+)

exonuclease (CDS_0051) 52

MGV-GENOME-0350913: 44,867-56,124 (+)

52 exonuclease (CDS_0058)

MGV-GENOME-0342977: 52,434-63,083 (+)

exonuclease (CDS_0061)

IMGVR_UViG_3300029588_000099|3300029588|Ga0245111_1000266: 52,890-63,979 (+)

54 exonuclease (CDS_0058)

IMGVR_UViG_3300045988_039433|3300045988|Ga0495776_096576: 51,144-62,295 (+)

exonuclease (CDS_0058) 59

uvig_190763: 53,214-64,303 (+)

HEase_00016 homing (CDS_0054) DarB-like antirestriction (CDS_0058)

uvig_153515: 51,948-62,961 (+)

DarB-like antirestriction (CDS_0060) 61

MGV-GENOME-0356597: 51,681-62,802 (+)

54 59

IMGVR_UViG_3300045988_014387|3300045988|Ga0495776_059294: 51,884-63,017 (+)

56 exonuclease (CDS_0061)

MGV-GENOME-0357924: 52,780-63,911 (+)

58 63

MGV-GENOME-0357561: 50,824-62,060 (+)

62 63

MGV-GENOME-0358120: 51,163-62,460 (+)

57 61 HEase_00016 homing (CDS_0062)

MGV-GENOME-0356029: 52,445-63,327 (+)

60

IMGVR_UViG_3300045988_006358|3300045988|Ga0495776_031740: 46,095-57,365 (+)

exonuclease (CDS_0050) 51

MGV-GENOME-0347873: 51,134-62,475 (+)

51 terminase large subunit (CDS_0055) 56

uvig_179073: 50,566-61,720 (+)

53 57 DarB-like antirestriction (CDS_0059)

IMGVR_UViG_3300007210_000004|3300007210|Ga0103359_100183: 79,089-84,440 (+); 1-6,224 (+)

exonuclease (CDS_0001)

uvig_279087: 53,635-61,693 (+)

62

MGV-GENOME-0335133: 36,873-44,920 (+)

53

MGV-GENOME-0357115: 53,964-62,257 (+)

64

uvig_32221: 9,234-17,381 (+)

17

MGV-GENOME-0355473: 53,838-62,180 (+)

62

IMGVR_UViG_3300045988_008336|3300045988|Ga0495776_006152: 53,799-62,056 (+)

63 64

MGV-GENOME-0328209: 27,258-35,279 (+)

37

MGV-GENOME-0310549: 18,432-26,513 (+)

27

MGV-GENOME-0333917: 15,324-23,654 (-)

39

uvig_40633: 53,808-62,139 (+)

62

uvig_388583: 8,628-19,067 (-)

24exonuclease (CDS_0025)

uvig_69369: 5,311-13,420 (+)

13

uvig_568599: 23,599-31,709 (-)

51

uvig_388697: 9,957-20,892 (+)

exonuclease (CDS_0023) 24

MGV-GENOME-0325254: 24,025-33,032 (+)

30

MGV-GENOME-0356673: 53,712-63,113 (+)

56 61

MGV-GENOME-0312652: 18,733-27,980 (+)

32

uvig_48773: 5,398-15,554 (+)

SbcC-like subunit of palindrome specific endonuclease (CDS_0012)
HNH endonuclease (CDS_0013)

IMGVR_UViG_3300045988_045612|3300045988|Ga0495776_006208: 53,712-63,113 (+)

61

IMGVR_UViG_3300045988_014431|3300045988|Ga0495776_155482: 46,994-55,865 (+)

HEase_00016 homing (CDS_0052)

MGV-GENOME-0342615: 35,157-44,946 (+)

HEase_00016 homing (CDS_0047)

uvig_67654: 6,131-16,809 (+)

exonuclease (CDS_0016) HEase_00016 homing (CDS_0017)

IMGVR_UViG_3300045988_008321|3300045988|Ga0495776_025597: 52,051-61,840 (+)

56 HEase_00016 homing (CDS_0061)

MGV-GENOME-0342192: 49,827-59,006 (+)

HEase_00016 homing (CDS_0060)

MGV-GENOME-0348314: 22,220-30,478 (-)

HEase_00016 homing (CDS_0048)

MGV-GENOME-0344305: 53,906-62,148 (+)

HEase_00016 homing (CDS_0062)

MGV-GENOME-0343197: 53,822-62,584 (+)

HEase_00016 homing (CDS_0062)
63

IMGVR_UViG_3300045988_028159|3300045988|Ga0495776_019197: 54,620-63,286 (+)

HEase_00016 homing (CDS_0065) 69

uvig_100571: 14,711-22,750 (+)

HEase_00016 homing (CDS_0023)

uvig_79278: 12,407-22,654 (+)

exonuclease (CDS_0027) HEase_00016 homing (CDS_0028)

uvig_133779: 10,054-20,300 (-)

HEase_00016 homing (CDS_0028)exonuclease (CDS_0029)

MGV-GENOME-0311905: 15,431-25,489 (+)

exonuclease (CDS_0030) HEase_00016 homing (CDS_0031)

MGV-GENOME-0357454: 53,236-62,611 (+)

62 HEase_00016 homing (CDS_0065)

IMGVR_UViG_3300045988_027837|3300045988|Ga0495776_019205: 52,460-62,177 (+)

62

MGV-GENOME-0346608: 37,838-47,286 (+)

46

uvig_177987: 11,446-22,429 (+)

SbcC-like subunit of palindrome specific endonuclease (CDS_0028) HNH endonuclease (CDS_0029)

uvig_91067: 29,559-38,550 (+)

42

MGV-GENOME-4431279: 41,209-51,115 (+)

52

uvig_195820: 22,615-30,991 (-)

HNH endonuclease (CDS_0050)

MGV-GENOME-0342365: 53,119-61,498 (+)

61

MGV-GENOME-0326131: 5,762-15,143 (+)

12

uvig_371662: 7,135-15,282 (+)

12

MGV-GENOME-4430431: 36,508-45,398 (+)

32 37

uvig_17829: 18,629-29,486 (-)

44
SbcC-like subunit of palindrome specific endonuclease (CDS_0045)

uvig_541817: 51,168-62,361 (+)

55 60

MGV-GENOME-0356907: 52,058-63,190 (+)

HEase_00016 homing (CDS_0059)

IMGVR_UViG_3300045988_029387|3300045988|Ga0495776_006080: 52,000-64,101 (+)

exonuclease (CDS_0060)

uvig_173248: 51,952-62,548 (+)

HNH endonuclease (CDS_0059) HNH endonuclease (CDS_0061)

IMGVR_UViG_3300045988_031553|3300045988|Ga0495776_059133: 51,538-62,609 (+)

60

uvig_380102: 52,801-63,215 (+)

SbcD-like subunit of palindrome specific endonuclease (CDS_0061)

MGV-GENOME-0342813: 51,247-61,680 (+)

60

uvig_543181: 52,342-64,247 (+)

SbcD-like subunit of palindrome specific endonuclease (CDS_0061) DarB-like antirestriction (CDS_0062)

OTU_285: 53,536-63,382 (+)

SbcD-like subunit of palindrome specific endonuclease (CDS_0062) 64

MGV-GENOME-0355761: 51,893-62,353 (+)

61

MGV-GENOME-0347044: 52,616-62,221 (+)

60

MGV-GENOME-0321828: 21,154-31,379 (+)

25

MGV-GENOME-0354971: 51,614-61,519 (+)

56 61

MGV-GENOME-0302377: 16,220-23,624 (+)

14

uvig_380179: 20,327-27,721 (-)

SbcD-like subunit of palindrome specific endonuclease (CDS_0044)

MGV-GENOME-0355155: 51,194-61,630 (+)

HEase_00016 homing (CDS_0060)

uvig_522875: 50,188-61,996 (+)

60 DarB-like antirestriction (CDS_0061)

MGV-GENOME-0356402: 50,872-63,244 (+)

57 58 59

uvig_461538: 51,100-63,854 (+)

HNH endonuclease (CDS_0058) DarB-like antirestriction (CDS_0059) HNH endonuclease (CDS_0060)

MGV-GENOME-0336578: 25,146-36,928 (+)

33 exonuclease (CDS_0034) 35

IMGVR_UViG_3300007805_000004|3300007805|Ga0105637_100168: 53,985-64,751 (+)

63 64 Paris_I__AriA_AAA15___AriA_AAA15_ali (CDS_0065)

uvig_468757: 52,369-61,684 (+)

62 63

MGV-GENOME-0337721: 30,268-39,502 (+)

41

IMGVR_UViG_3300045988_045533|3300045988|Ga0495776_006444: 52,485-62,415 (+)

63 64

MGV-GENOME-0356153: 51,448-61,085 (+)

61

OTU_270: 50,860-61,485 (+)

HEase_00016 homing (CDS_0060)

OTU_342: 47,231-58,005 (+)

53

uvig_20901: 53,247-63,951 (+)

65

IMGVR_UViG_3300045988_079697|3300045988|Ga0495776_171606: 50,014-61,621 (+)

57 58 exonuclease (CDS_0059)

uvig_378164: 52,183-63,406 (+)

61 SbcD-like subunit of palindrome specific endonuclease (CDS_0062) 66 67

IMGVR_UViG_3300045988_014378|3300045988|Ga0495776_006159: 52,183-62,808 (+)

61 SbcD-like subunit of palindrome specific endonuclease (CDS_0062)

uvig_174073: 8,076-15,129 (+)

14 SbcD-like subunit of palindrome specific endonuclease (CDS_0015)

uvig_296819: 1-5,325 (+)

terminase large subunit (CDS_0001)

uvig_501257: 25,164-36,654 (+)

21 22 23 DarB-like antirestriction (CDS_0029)

MGV-GENOME-0328586: 25,325-35,170 (+)

HEase_00016 homing (CDS_0027)

IMGVR_UViG_3300045988_061543|3300045988|Ga0495776_018873: 54,472-65,424 (+)

exonuclease (CDS_0064) 67 70

uvig_102211: 51,929-60,610 (+)

62

IMGVR_UViG_3300045988_037590|3300045988|Ga0495776_019086: 51,794-61,111 (+)

62

MGV-GENOME-0356660: 52,404-61,414 (+)

63

uvig_553745: 51,551-60,547 (+)

61

MGV-GENOME-0357060: 51,559-61,180 (+)

56

uvig_327415: 50,622-59,768 (+)

62

uvig_275824: 9,824-20,752 (-)

22232429exonuclease (CDS_0030)

IMGVR_UViG_3300045988_022428|3300045988|Ga0495776_006097: 51,392-61,710 (+)

61 63

MGV-GENOME-0355389: 50,475-61,242 (+)

58

IMGVR_UViG_3300045988_047071|3300045988|Ga0495776_019222: 51,870-62,607 (+)

61 67

uvig_334924: 51,802-62,404 (+)

53 59 60

Ma_2019_SRR341667_NODE_104_length_87745_cov_8.042034: 51,805-62,352 (+)

RusA-like Holliday junction resolvase (CDS_0059)

MGV-GENOME-0355453: 52,460-62,140 (+)

61 63

IMGVR_UViG_7000000178_000019|7000000178|SRS017247_LANL_scaffold_14307: 54,244-64,277 (+)

RusA-like Holliday junction resolvase (CDS_0067)

MGV-GENOME-0351601: 45,418-54,825 (+)

52

IMGVR_UViG_3300045988_022487|3300045988|Ga0495776_006045: 53,395-61,578 (+)

62

IMGVR_UViG_3300045988_016694|3300045988|Ga0495776_096673: 54,349-63,147 (+)

64

IMGVR_UViG_3300045988_030138|3300045988|Ga0495776_136685: 51,784-61,100 (+)

RusA-like Holliday junction resolvase (CDS_0060)

uvig_2503: 52,339-61,714 (+)

60 61

MGV-GENOME-0346768: 53,403-62,166 (+)

63 64

IMGVR_UViG_3300045988_050040|3300045988|Ga0495776_096750: 51,406-60,511 (+)

57

MGV-GENOME-0347265: 52,135-61,695 (+)

59 60

IMGVR_UViG_3300045988_117149|3300045988|Ga0495776_018938: 52,895-62,547 (+)

59 RusA-like Holliday junction resolvase (CDS_0060)

uvig_8483: 51,403-60,469 (+)

HEase_00001 homing (CDS_0057)

MGV-GENOME-0351464: 52,104-61,668 (+)

HEase_00001 homing (CDS_0059) 60

MGV-GENOME-0354588: 52,346-62,050 (+)

62 63

uvig_104787: 53,682-62,788 (+)

61 65

MGV-GENOME-0344329: 40,805-49,343 (+)

44 48

MGV-GENOME-0344837: 36,903-47,591 (+)

33 3435 36 41

MGV-GENOME-0356837: 50,152-61,329 (+)

HEase_00001 homing (CDS_0055) 56 61 62 63 64

5000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder) defence (PADLOC)


