
IMGVR_UViG_3300045988_136056|3300045988|Ga0495776_138076: 1-5,154 (+)

1 2 3 4 5 6 7 8 9

MGV-GENOME-0184548: 1-4,620 (+)

2 3

IMGVR_UViG_3300045988_137329|3300045988|Ga0495776_097968: 1-5,504 (+)

2 3 4

MGV-GENOME-0255990: 1-5,156 (+)

2 3

MGV-GENOME-0229111: 1-4,620 (+)

2 3 4

MGV-GENOME-0224601: 1-4,584 (+)

2 3

MGV-GENOME-0180531: 1-4,580 (+)

2 3

MGV-GENOME-0274772: 1-4,621 (+)

2 3

IMGVR_UViG_3300045988_116684|3300045988|Ga0495776_184583: 1-4,624 (+)

2 3

MGV-GENOME-0269441: 1-4,620 (+)

2 3 4

MGV-GENOME-0189094: 1-4,619 (+)

2 3

MGV-GENOME-0295236: 1-4,823 (+)

2 3 4

OTU_2413: 2-2,599 (+)

1 2

IMGVR_UViG_3300045988_151801|3300045988|Ga0495776_054121: 1-5,005 (+)

2 3 lipoprotein (CDS_0008)

MGV-GENOME-0263240: 1-5,003 (+)

2 3

IMGVR_UViG_3300029688_000216|3300029688|Ga0245223_100035|6947-51531: 1-5,004 (+)

2 3

MGV-GENOME-0317273: 1-4,660 (+)

2 3

MGV-GENOME-0192409: 1-5,013 (+)

2 3 6

uvig_468767: 1-5,211 (+)

2 3

MGV-GENOME-0192735: 1-4,623 (+)

2 3

uvig_296640: 1-5,355 (+)

2 3 4

MGV-GENOME-0293889: 1-5,356 (+)

2 3

IMGVR_UViG_3300045988_184824|3300045988|Ga0495776_158798|5115-48464: 1-5,606 (+)

2 3 4

uvig_117990: 1-4,744 (+)

2

IMGVR_UViG_3300045988_160309|3300045988|Ga0495776_159078: 1-5,679 (+)

2 3 8

MGV-GENOME-0217739: 1-5,603 (+)

2 3 8 9

MGV-GENOME-0192505: 1-4,520 (+)

2 3

MGV-GENOME-0225801: 1-4,513 (+)

2 3

MGV-GENOME-0288652: 1-4,511 (+)

2 3

MGV-GENOME-0292822: 1-4,513 (+)

2 3

OTU_1295: 1-4,368 (+)

2 3

uvig_277031: 1-4,900 (+)

2 3

uvig_110926: 1-4,667 (+)

2 3

MGV-GENOME-0188043: 1-4,673 (+)

2 3

MGV-GENOME-0316499: 1-5,657 (+)

2 3 4

IMGVR_UViG_3300045988_185883|3300045988|Ga0495776_171188|2-42057: 1-5,333 (+)

2 4

MGV-GENOME-0321933: 1-4,970 (+)

2 3 5

MGV-GENOME-0256395: 1-5,654 (+)

2 3

IMGVR_UViG_3300029325_000008|3300029325|Ga0242844_100514: 43,095-44,708 (+); 1-5,382 (+)

4
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0048)

49 50

IMGVR_UViG_3300029515_000249|3300029515|Ga0244841_100147|21522-66896: 1-5,407 (+)

4

IMGVR_UViG_3300039323_000302|3300039323|Ga0169852_00102|4360-47774: 1-5,249 (+)

2 4

IMGVR_UViG_3300029570_000011|3300029570|Ga0244916_100511: 43,557-46,274 (+); 1-4,628 (+)

2 348

IMGVR_UViG_3300045988_125303|3300045988|Ga0495776_014464: 42,334-45,051 (+); 1-4,621 (+)

2 3

MGV-GENOME-0292579: 42,148-44,865 (+); 1-4,585 (+)

2 3

IMGVR_UViG_3300007805_000013|3300007805|Ga0105637_100400: 42,291-45,008 (+); 1-4,513 (+)

2

MGV-GENOME-0295079: 42,689-45,406 (+); 1-4,524 (+)

2 3

MGV-GENOME-0290800: 41,756-44,461 (+); 1-4,610 (+)

2 3

MGV-GENOME-0281352: 1-5,495 (+)

2 3 4 5

MGV-GENOME-0196482: 1-5,494 (+)

2 3 4 5 6

MGV-GENOME-0198432: 1-5,491 (+)

2 3 4

MGV-GENOME-0296980: 43,137-45,854 (+); 1-5,494 (+)

2 3 4 5 6

uvig_151007: 1-5,495 (+)

2 3 4 5

MGV-GENOME-0309591: 1-6,069 (+)

2 3 4 5

MGV-GENOME-0293482: 1-4,812 (+)

2 3 4

MGV-GENOME-0184599: 1-5,413 (+)

2 3 4 5

uvig_192625: 1-8,712 (+)

2 3
oMTase_00024 orphan (CDS_0004)

REase_II_00115 Type (CDS_0005) 6 7 8

ivig_2326: 1-5,390 (+)

2 3 4 5 6

MGV-GENOME-0204103: 1-5,383 (+)

2 3 4 5

MGV-GENOME-0216342: 1-5,385 (+)

2 3 4

MGV-GENOME-0299860: 43,872-46,589 (+); 1-5,392 (+)

2 3 4 5

ivig_2469: 1-6,852 (+)

2 3 4 5 6 7 8 9

IMGVR_UViG_3300045988_137465|3300045988|Ga0495776_149110: 1-7,222 (+)

2 3 4 5 6 7 8

uvig_323970: 1-6,845 (+)

2 3 4 5 6 7 8

uvig_107186: 1-6,194 (+)

2 3 4 5 6 7 8

ivig_496: 1-7,572 (+)

5 10 11 12

MGV-GENOME-0304887: 1-10,226 (+)

7 9 12 13 14
endolysin

MGV-GENOME-0207949: 1-9,815 (+)

4 5 6 7 8 9 10 PDC-S16_WP_008858743.1 (CDS_0011)

4000 nt

lysis other unknown function defence (DefenseFinder) defence (PADLOC)


