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IMGVR_UViG_2938088584_000003|2938088584|2938088602(55291-101189: 7,431-19,208 (+)
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uvig 458785 :7,425-19,064 (+)
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T2021

MGV-GENOME-0276581:8,104-20.189 (1)
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T20 21

MGV GENOME 0201198:8, 105 22, 256( )

MGV-GENOME-0249720:8, 103 31, 098( )
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T2021
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MGV-GENOME-0311931:8,104-16,628 (+)
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IMGVR_UViG_3300008705_000010|3300008705|Ga0113869_1000426: 8,102-20,695 (+)
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- - r_ 1
uvig_192625:12,058-24,700 (+)
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MGV-GENOME-0316499:9,254-21,83
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MGV-GENOME-0294863:8,114-20,991 (+)
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IMGVR_UViG_3300045988_122781|3300045988|Ga0495776_070706:8,113-20,991 (+)
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uvig_392346:8,212-20,888 (+)
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MGV-GENOME-0293889:8,570-21,955 (+)
anti-repressor Ant (CDS_0027)
21 29
20 [ 22 2526 |28 |30

1 ———— -_——— .
MGV-GENOME-0256491:8,498-19,709 (+)
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MGV-GENOME-0263889:9,871-30,966 (+)
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MGV-GENOME-0268393:9,986-30,664 (+)
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IMGVR_UViG_3300029428_000009|3300029428|Ga0242788_100744: 9,059-20,283 (+)
24
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MGV-GENOME-0234439:10,013-20,484 (+)
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IMGVR_UViG_3300029426_000009|3300029426|Ga0242789_100717:9,059-20,282 (+)
23 24
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MGV-GENOME-0293180: 9,095-20,275 (+)
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I ——— . . —
MGV-GENOME-0232928:16,419-27,545 (-)
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IMGVR_UViG_7000000186_000063|7000000186|SRS022524_Baylor_scaffold_74229:9,064-20,223 (+)
23 24

IMGVR_UViG_3300045988_123783|3300045988|Ga0495776_172607:9,607-20,094 (+)
24 25
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uvig 12474:9,999-20,489 (+)
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IMGVR_UViG_3300045988_135075|3300045988|Ga0495776_014399: 9,065-20,245 (+)
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IMGVR_UViG_651324012_000003|651324012|651324730[269519-314340: 9,866-20,353 (+)
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IMGVR_UViG_3300045988_112539|3300045988|Ga0495776_187795:9,203-30,243 (+)
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MGV-GENOME-0284117:9,097-29,378 (+)
oMTase_00015 orphan (CDS_0029)
23 24 28 30

MGV-GENOME-0294023:9,095-22,723 (+)

27 RT_III-AM_III-B_2 (CDS_0028) 29
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MGV-GENOME-0245754:9,166-32,363 (+)
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uvig 510143:10,407-20,541 (+)
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MGV-GENOME-0297843:10,407-20,541 (+)
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ivig_1615:9, 734 20. 206( )
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uvig_151007:11,913-21,346 (+)
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MGV-GENOME-0297483: 11,034-20479 (+)
toxin (CDS_0020)
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MGV-GENOME-0210224:8,102-17,713 (+)
toxin (CDS_0020)
T21
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MGV-GENOME-0220061:8,103-19,486 (+)
toxin (CDS_0022)

T 23

anti-repressor Ant (CDS_0028)
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MGV-GENOME-0218226:9, 114 19,147 (+)

toxin (CDS_0020)

T21 24
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MGV-GENOME-0309949:8,201-19,042 (+)

toxin (CDS_0020)
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MGV-GENOME-0238395:8, 206 19 918 (+)
toxin (CDS_0021)
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MGV-GENOME-0303731:8,179-21,398 (+)

19
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MGV-GENOME 0305141: 8. 103- 18,905 (+)
toxin (CDS_0020) 27
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MGV-GENOME-0302868: 8,252*19,02?&)
toxin (CDS_0020)
21
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MGV-GENOME-0298469: 8, 205 27 703( )

toxin (CDS_0020)
21

MGV-GENOME-0224601:8, 204 28,629 (+)

toxin (CDS_0021)
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IMGVR_UViG_3300045988_160309|3300045988|Ga0495776_159078:8,915-21,299 (+)

toxin (CDS_0021)
T 22
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uvig_92007:8,178-20,862 (+)
toxin (CDS_0021)

T 22
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uvig_188771:8,233-20,890 (+)
toxin (CDS_0020)
T21
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MGV-GENOME-0263761:8,205-20,603 (+)
toxin (CDS_0018)
T 19
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IMGVR_UViG_3300008491_000172|3300008491|Ga0111008_100001|90789-135034:8,211-20,595 (+)

toxin (CDS_0019)
17 T 20
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uvig_117990:7,980-20,731 (+)
toxin (CDS_0020)
21
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IMGVR_UViG_3300045988_162194|3300045988|Ga0495776_154955:8,096-20,850 (+)

toxin (CDS_0019)
20
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MGV-GENOME-0273760:8, 206 20,428 (+)

toxin (CDS_0020)
T21

— ———— — —— & ——————]
uvig 335412:8,249-17,098 (+)

toxin (CDS_0019)
20
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MGV-GENOME-0247674:8,239-19,251 (+)
toxin (CDS_0020)
T21 24 25
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MGV-GENOME-0292579:8,207-20,511 (+)
toxin (CDS_0021)
17 T 22

uvig 269296:7,525-20,637 (+)
toxin (CDS_0020)
21 26
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MGV-GENOME-0274772:8, 241 23 244( )

toxin (CDS_0024)
25 32
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MGV-GENOME-0277081: 9, 114 29 572 (+)

toxin (CDS_0024)
25
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IMGVR_UViG_3300045988_135384|3300045988|Ga0495776_070598:9,114-29,572 (+)

toxin (CDS_0021)
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MGV-GENOME-0265010:8, 250 27 254( )

toxin (CDS_0020)
T21 22 23
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uvig 419331:8,219-20,626 (+)

toxin (CDS_0020)
T21 22 23
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IMGVR_UViG_3300045988_134397|3300045988|Ga0495776_106106:8,110-20,788 (+)
toxin (CDS_0023)

24
———— 1
MG\/ GENOME 0309591: 9 660- 22 281( )
toxin (CDS_0020)

24

L rr————————————
MGV-GENOME-0316510:8,205-20,643 (+)
toxin (CDS_0020)
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IMGVR_UViG_3300045988_123918|3300045988|Ga0495776_172664:8,250-20,639 (+)
toxin (CDS_0022)
23

N
o

—— ——
IMGVR_UViG_3300029100, 000006|3300029100\G30169234 100243:9,114-21,513 (+)

toxin (CDS_0020)
21

I e ————
MGV-GENOME-0228482:8, 251 19 008( )

toxin (CDS_0022)
T 23 24 25 27

MGV-GENOME-0293482:8,409-20,834 (+)
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