
IMGVR_UViG_3300045988_111524|3300045988|Ga0495776_086893: 20,991-25,998 (+)

23 24 25
endolysin (CDS_0026)

endolysin (CDS_0027)

28 29
retron_type_VI_hth_cluster2_1 (CDS_0030)

31 32

uvig_547785: 21,276-26,753 (+)

28 29

IMGVR_UViG_2846216157_000004|2846216157|2846216199|163470-202247: 21,154-27,247 (+)

28 29 30

IMGVR_UViG_3300029210_000254|3300029210|Ga0168823_100097|11062-48915: 20,626-26,217 (+)

28 29

ivig_1809: 21,154-27,078 (+)

28 29

MGV-GENOME-0267620: 21,150-27,143 (+)

28 29 30

MGV-GENOME-0254899: 21,045-26,814 (+)

28
amidoligase enzyme (CDS_0029)

30

IMGVR_UViG_3300029136_000225|3300029136|Ga0168747_100195|80007-118725: 21,154-27,186 (+)

2829 30

IMGVR_UViG_3300029678_000287|3300029678|Ga0245195_100324|169-39473: 21,275-28,258 (+)

28 29 30

IMGVR_UViG_3300045988_104997|3300045988|Ga0495776_125689: 21,300-27,568 (+)

PDC-S05_WP_190995815.1 (CDS_0028)
29 30

IMGVR_UViG_3300029339_000337|3300029339|Ga0242823_1000825|367-38017: 20,991-26,826 (+)

28 29 30

IMGVR_UViG_3300029537_000179|3300029537|Ga0244901_100382|5110-44290: 21,358-28,242 (+)

28 29 30

IMGVR_UViG_3300045988_104933|3300045988|Ga0495776_126073: 21,107-27,448 (+)

28 29 30

uvig_235280: 20,887-27,641 (+)

DS-15__DS-15A (CDS_0028) 29 30

uvig_168224: 21,051-27,215 (+)

28 29

uvig_311234: 20,760-26,639 (+)

28 29 30

uvig_252242: 20,886-27,903 (+)

transcriptional repressor (CDS_0028)
29 30

uvig_288631: 21,273-27,551 (+)

transcriptional repressor (CDS_0028)
29

uvig_294036: 21,315-29,843 (+)

ABCF_OptrA-NCBIFAM ABC-F type ribosomal protection protein OptrA (NF000514.1) (CDS_0028)
29 30 31 32

uvig_141907: 21,287-28,617 (+)

ABCF_OptrA-NCBIFAM ABC-F type ribosomal protection protein OptrA (NF000514.1) (CDS_0028)
29 30

IMGVR_UViG_3300014789_000148|3300014789|Ga0134406_1000075|2-39231: 21,273-28,583 (+)

28 29
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0030)

31 32

IMGVR_UViG_3300014790_000249|3300014790|Ga0134419_1000131|22772-61362: 21,273-27,944 (+)

28 29 30 31

uvig_41879: 21,041-27,020 (+)

28 29 30

uvig_257098: 21,097-28,743 (+)

PtuA1_00004 AAA (CDS_0028)
PtuB1_00010 Unknown (CDS_0029)

30 31

uvig_399023: 20,943-29,142 (+)

28 tRNA-Leu(CAG)
transposase (CDS_0029)

30 31

IMGVR_UViG_3300029496_000231|3300029496|Ga0244086_100289|3-41956: 21,211-31,417 (+)

28 29 30 31 32 33 34

IMGVR_UViG_3300045988_110368|3300045988|Ga0495776_071812: 21,079-29,627 (+)

28 29 30 31 32

uvig_244468: 21,075-28,473 (+)

28
VirR/VirS (VF0791) (CDS_0029)

30 31 32

IMGVR_UViG_3300029234_000226|3300029234|Ga0168698_100060|14247-53097: 21,358-28,314 (+)

28
VirR/VirS (VF0791) (CDS_0029)

30 31

uvig_134206: 21,211-30,532 (+)

28
VirR/VirS (VF0791) (CDS_0029)

RegX3 (VF0858) (CDS_0030)

31 32 33

uvig_151694: 20,981-25,980 (+)

28

uvig_128: 21,155-27,816 (+)

26 27 28

MGV-GENOME-0319305: 21,151-26,025 (+)

28 29

uvig_546384: 21,144-25,774 (+)

28

IMGVR_UViG_3300029113_000202|3300029113|Ga0168853_100089|4162-44590: 21,151-29,828 (+)

28 29
MADS__mad1 (CDS_0030)

transposase (CDS_0031) 32 33

IMGVR_UViG_3300029790_000113|3300029790|Ga0242825_1000947: 20,991-29,988 (+)

28
29

30 31 32 33 34 35

SRS018623_a1_ct19005_vs1: 21,291-29,760 (+)

28 29 30 31 32

MGV-GENOME-0163372: 17,350-22,179 (+)

27 28

uvig_163355: 21,048-35,396 (+)

28 29 30
capH (CDS_0031)

32 33 integrase (CDS_0034) 35

IMGVR_UViG_3300045988_137543|3300045988|Ga0495776_177968: 21,153-29,941 (+)

28
capH (CDS_0029)

30 31 32 33

uvig_541341: 21,428-28,516 (+)

28
PDC-S05_WP_190995815.1 (CDS_0029)

30 31 32 33

uvig_384739: 20,874-27,750 (+)

PDC-S05_WP_190995815.1 (CDS_0028)
29 30 31

uvig_124636: 20,626-31,615 (+)

28 29 HitABC (VF0268) (CDS_0030)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0031)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0032)

33

uvig_288738: 20,875-30,521 (+)

28 29 30 31 32 33
MTase_II_00080 Type (CDS_0034)

35 36

IMGVR_UViG_2858013891_000003|2858013891|2858013924|126852-166659: 21,358-31,484 (+)

DS-6__DS-6A (CDS_0028) 29 30 31 32 33 37 3839 40 41

ivig_1631: 21,358-30,486 (+)

DS-6__DS-6A (CDS_0028) 29 30 31 32

uvig_228945: 21,049-28,928 (+)

DS-6__DS-6A (CDS_0028) 29 30 31 32 33 34

uvig_558409: 20,514-25,841 (+)

21
22 26 28

uvig_455703: 21,154-29,304 (+)

28 29 33 34 37

IMGVR_UViG_3300029779_000366|3300029779|Ga0243834_1000141|20115-57323: 20,842-28,731 (+)

28 29 30 34 3637

IMGVR_UViG_3300045988_110765|3300045988|Ga0495776_186653: 20,779-28,027 (+)

28 29

IMGVR_UViG_3300029436_000451|3300029436|Ga0243833_1000239|23283-60491: 20,842-28,731 (+)

28 29 30

uvig_550612: 20,777-27,592 (+)

28 29 33 34

uvig_169495: 20,779-32,649 (+)

28 29 ABC transporter (CDS_0030)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0031)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0032)

uvig_25030: 20,551-36,753 (+)

28 29 30 31 32 33 34 35
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0036)

mREase_II_00005 Type (CDS_0037)

38
39

40 41 42 43 44

IMGVR_UViG_3300045988_152888|3300045988|Ga0495776_172172: 20,551-34,868 (+)

28 29 30 31 32 33 34 35
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0036)

37 38 39 40 41

uvig_138710: 21,424-33,907 (+)

ABCF_OptrA-NCBIFAM ABC-F type ribosomal protection protein OptrA (NF000514.1) (CDS_0028)

29 30 31
Siderophore-dependent iron uptake system (VF0738) (CDS_0032)

VirR/VirS (VF0791) (CDS_0033)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0034)

35

IMGVR_UViG_3300029220_000238|3300029220|Ga0168707_100044|54381-103698: 20,983-38,621 (+)

27 28 29 30 31 3233
34

SDIC3__SDIC3F (CDS_0035)36 37 38 39 40
RNA polymerase sigma factor (CDS_0041)

4243 44 45 46

MGV-GENOME-0165040: 18,766-22,457 (+)

28 29

IMGVR_UViG_2911391394_000002|2911391394|2911391394|1-48512: 43,362-48,483 (+)

65 66 67

ivig_624: 36,122-41,449 (+)

DS-15__DS-15A (CDS_0054)
ParB-like partition protein (CDS_0055)

56 57

IMGVR_UViG_3300014744_000095|3300014744|Ga0134393_100019|111-36008: 21,315-27,465 (+)

28 29

uvig_232372: 18,740-29,923 (+)

27 28 29 30 31 32
DS-15__DS-15A (CDS_0033)

34 35 36 37 38 39 40 terminase small subunit (CDS_0041)

MGV-GENOME-0198779: 18,582-27,757 (+)

27
DS-15__DS-15A (CDS_0028)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0029)

30 31 32 33 34 35

MGV-GENOME-0192159: 18,824-26,611 (+)

DS-15__DS-15A (CDS_0027) 28 29
30

31 32 33 34

MGV-GENOME-0245565: 18,695-25,075 (+)

27 28
29

30 31 32 33

MGV-GENOME-0211156: 18,845-26,953 (+)

27 28 29 30 31 32 33

uvig_130442: 19,035-32,627 (+)

27 28 29 30 3132 33

RNA-binding protein (CDS_0034)
DS-15__DS-15A (CDS_0035)

36 37
38

39 40 41 42

MGV-GENOME-0226327: 19,035-31,431 (+)

27 28 29 3031 32 33
DS-15__DS-15A (CDS_0034)

35 36
37

38 39 40 41

MGV-GENOME-0224666: 19,161-32,117 (+)

27 28 29 30 31 32 33 34
DS-15__DS-15A (CDS_0035)

36 37
38

39 40 41 42

MGV-GENOME-0202143: 17,443-26,862 (+)

25
retron_type_VI_hth_cluster2_1 (CDS_0026)

27 28 29 30 31 32 33

uvig_55256: 15,423-26,724 (+)

24 25 26 27 28 29
retron_type_VI_hth_cluster2_1 (CDS_0030)

31 32 33 3435 36 37 38

MGV-GENOME-0192839: 15,423-26,378 (+)

24 25 26 27 28

retron_type_VI_hth_cluster2_1 (CDS_0029)

30
transcriptional regulator (CDS_0031)

32 3334 35 36 37

MGV-GENOME-0173812: 17,443-23,739 (+)

26
retron_type_VI_hth_cluster2_1 (CDS_0027)

28

MGV-GENOME-0162253: 18,663-22,120 (+)

21 endolysin (CDS_0026)

7000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation

unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA


